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<160> 97 
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<210> 1 

<211> 1032 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Ala Trp Glu Ala Arg Arg Glu Pro Gly Pro Arg Arg Ala Ala Val 
15 10 15 

Arg Glu Thr Val Met Leu Leu Leu Cys Leu Gly Val Pro Thr Gly Arg 
20 25 30 

Pro Tyr Asn Val Asp Thr Glu Ser Ala Leu Leu Tyr Gin Gly Pro His 
35 40 45 

Asn Thr Leu Phe Gly Tyr Ser Val Val Leu His Ser His Gly Ala Asn 
50 55 60 

Arg Trp Leu Leu Val Gly Ala Pro Thr Ala Asn Trp Leu Ala Asn Ala 
65 70 75 80 

Ser Val lie Asn Pro Gly Ala lie Tyr Arg Cys Arg lie Gly Lys Asn 
85 90 95 



Pro Gly Gin Thr Cys Glu Gin Leu Gin Leu Gly Ser Pro Asn Gly Glu 
100 105 110 



Pro Cys Gly Lys Thr Cys Leu Glu Glu Arg Asp Asn Gin Trp Leu Gly 
115 120 125 



Val Thr Leu Ser Arg Gin Pro Gly Glu Asn Gly Ser lie Val Thr Cys 
130 135 140 



Gly His Arg Trp Lys Asn lie Phe Tyr lie Lys Asn Glu Asn Lys Leu 
145 150 155 160 



Pro Thr Gly Gly Cys Tyr Gly Val Pro Pro Asp Leu Arg Thr Glu Leu 
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165 



170 



175 



Ser Lys Arg lie Ala Pro Cys Tyr Gin Asp Tyr Val Lys Lys Phe Gly 
180 185 190 



Glu Asn Phe Ala Ser Cys Gin Ala Gly lie Ser Ser Phe Tyr Thr Lys 
195 200 205 



Asp Leu lie Val Met Gly Ala Pro Gly Ser Ser Tyr Trp Thr Gly Ser 
210 215 220 



Leu Phe Val Tyr Asn lie Thr Thr Asn Lys Tyr Lys Ala Phe Leu Asp 
225 230 235 240 



Lys Gin Asn Gin Val Lys Phe Gly Ser Tyr Leu Gly Tyr Ser Val Gly 
245 250 255 



Ala Gly His Phe Arg Ser Gin His Thr Thr Glu Val Val Gly Gly Ala 
260 265 270 



Pro Gin His Glu Gin lie Gly Lys Ala Tyr lie Phe Ser lie Asp Glu 
275 280 285 



Lys Glu Leu Asn lie Leu His Glu Met Lys Gly Lys Lys Leu Gly Ser 
290 295 300 



Tyr Phe Gly Ala Ser Val Cys Ala Val Asp Leu Asn Ala Asp Gly Phe 
305 310 315 320 

Ser Asp Leu Leu Val Gly Ala Pro Met Gin Ser Thr lie Arg Glu Glu 
325 330 335 

Gly Arg Val Phe Val Tyr lie Asn Ser Gly Ser Gly Ala Val Met Asn 
340 345 350 



Ala Met Glu Thr Asn Leu Val Gly Ser Asp Lys Tyr Ala Ala Arg Phe 
355 360 365 



Gly Glu Ser lie Val Asn Leu Gly Asp lie Asp Asn Asp Gly Phe Glu 
370 375 380 



Asp Val Ala He Gly Ala Pro Gin Glu Asp Asp Leu Gin Gly Ala He 
385 390 395 400 



Tyr lie Tyr Asn Gly Arg Ala Asp Gly He Ser Ser Thr Phe Ser Gin 
405 410 415 



Arg He Glu Gly Leu Gin He Ser Lys Ser Leu Ser Met Phe Gly Gin 
420 425 430 



Ser He Ser Gly Gin He Asp Ala Asp Asn Asn Gly Tyr Val Asp Val 
435 440 445 



Ala Val Gly Ala Phe Arg Ser Asp Ser Ala Val Leu Leu Arg Thr Arg 
450 455 460 



Pro Val Val He Val Asp Ala Ser Leu Ser His Pro Glu Ser Val Asn 
465 470 475 480 



Arg Thr Lys Phe Asp Cys Val Glu Asn Gly Trp Pro Ser Val Cys He 
485 490 495 



Asp Leu Thr Leu Cys Phe Ser Tyr Lys Gly Lys Glu Val Pro Gly Tyr 
500 505 510 



He Val Leu Phe Tyr Asn Met Ser Leu Asp Val Asn Arg Lys Ala Glu 
515 520 525 



Ser Pro Pro Arg Phe Tyr Phe Ser Ser Asn Gly Thr Ser Asp Val He 
530 535 540 



Thr Gly Ser He Gin Val Ser Ser Arg Glu Ala Asn Cys Arg Thr His 
545 550 555 560 



Gin Ala Phe Met Arg Lys Asp Val Arg Asp He Leu Thr Pro He Gin 
565 570 575 



He Glu Ala Ala Tyr His Leu Gly Pro His Val He Ser Lys Arg Ser 
580 585 590 



Thr Glu Glu Phe Pro Pro Leu Gin Pro He Leu Gin Gin Lys Lys Glu 
595 600 605 



Lys Asp He Met Lys Lys Thr He Asn Phe Ala Arg Phe Cys Ala His 
610 615 620 



Glu Asn Cys Ser Ala Asp Leu Gin Val Ser Ala Lys He Gly Phe Leu 
625 630 635 640 



Lys Pro His Glu Asn Lys Thr Tyr Leu Ala Val Gly Ser Met Lys Thr 
645 650 655 
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Leu Met Leu Asn Val Ser Leu Phe Asn Ala Gly Asp Asp Ala Tyr Glu 
660 665 670 



Thr Thr Leu His Val Lys Leu Pro Val Gly Leu Tyr Phe lie Lys lie 
675 680 685 



Leu Glu Leu Glu Glu Lys Gin lie Asn Cys Glu Val Thr Asp Asn Ser 
690 695 700 

Gly Val Val Gin Leu Asp Cys Ser lie Gly Tyr lie Tyr Val Asp His 
705 710 715 720 



Leu Ser Arg lie Asp lie Ser Phe Leu Leu Asp Val Ser Ser Leu Ser 
725 730 735 



Arg Ala Glu Glu Asp Leu Ser lie Thr Val His Ala Thr Cys Glu Asn 
740 745 750 



Glu Glu Glu Met Asp Asn Leu Lys His Ser Arg Val Thr Val Ala lie 
755 760 765 



Pro Leu Lys Tyr Glu Val Lys Leu Thr Val His Gly Phe Val Asn Pro 
770 775 780 



Thr Ser Phe Val Tyr Gly Ser Asn Asp Glu Asn Glu Pro Glu Thr Cys 
785 790 795 800 



Met Val Glu Lys Met Asn Leu Thr Phe His Val lie Asn Thr Gly Asn 
805 810 815 



Ser Met Ala Pro Asn Val Ser Val Glu lie Met Val Pro Asn Ser Phe 
820 825 830 



Ser Pro Gin Thr Asp Lys Leu Phe Asn lie Leu Asp Val Gin Thr Thr 
835 840 845 

Thr Gly Glu Cys His Phe Glu Asn Tyr Gin Arg Val Cys Ala Leu Glu 
850 855 860 



Gin Gin Lys Ser Ala Met Gin Thr Leu Lys Gly lie Val Arg Phe Leu 
865 870 875 880 



Ser Lys Thr Asp Lys Arg Leu Leu Tyr Cys lie Lys Ala Asp Pro His 
885 890 895 



Cys Leu Asn Phe Leu Cys Asn Phe Gly Lys Met Glu Ser Gly Lys Glu 
900 905 910 



Ala Ser Val His lie Gin Leu Glu Gly Arg Pro Ser lie Leu Glu Met 
915 920 925 

Asp Glu Thr Ser Ala Leu Lys Phe Glu lie Arg Ala Thr Gly Phe Pro 
930 935 940 

Glu Pro Asn Pro Arg Val lie Glu Leu Asn Lys Asp Glu Asn Val Ala 
945 950 955 960 

His Val Leu Leu Glu Gly Leu His His Gin Arg Pro Lys Arg Tyr Phe 
965 970 975 

Thr lie Val lie lie Ser Ser Ser Leu Leu Leu Gly Leu lie Val Leu 
980 985 990 

Leu Leu lie Ser Tyr Val Met Trp Lys Ala Gly Phe Phe Lys Arg Gin 
995 1000 1005 



Tyr Lys Ser lie Leu Gin Glu Glu Asn Arg Arg Asp Ser Trp Ser 
1010 1015 1020 



Tyr lie Asn Ser Lys Ser Asn Asp Asp 
1025 1030 



<210> 2 

<211> 798 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Asn Leu Gin Pro lie Phe Trp lie Gly Leu lie Ser Ser Val Cys 
15 10 15 

Cys Val Phe Ala Gin Thr Asp Glu Asn Arg Cys Leu Lys Ala Asn Ala 
20 25 30 



Lys Ser Cys Gly Glu Cys lie Gin Ala Gly Pro Asn Cys Gly Trp Cys 
35 40 45 



Thr Asn Ser Thr Phe Leu Gin Glu Gly Met Pro Thr Ser Ala Arg Cys 
50 55 60 



Asp Asp Leu Glu Ala Leu Lys Lys Lys Gly Cys Pro Pro Asp Asp lie 
65 70 75 80 



Glu Asn Pro Arg Gly Ser Lys Asp lie Lys Lys Asn Lys Asn Val Thr 
85 90 95 



Asn Arg Ser Lys Gly Thr Ala Glu Lys Leu Lys Pro Glu Asp lie His 
100 105 110 



Gin lie Gin Pro Gin Gin Leu Val Leu Arg Leu Arg Ser Gly Glu Pro 
115 120 125 



Gin Thr Phe Thr Leu Lys Phe Lys Arg Ala Glu Asp Tyr Pro lie Asp 
130 135 140 



Leu Tyr Tyr Leu Met Asp Leu Ser Tyr Ser Met Lys Asp Asp Leu Glu 
145 150 155 160 



Asn Val Lys Ser Leu Gly Thr Asp Leu Met Asn Glu Met Arg Arg lie 
165 170 175 



Thr Ser Asp Phe Arg He Gly Phe Gly Ser Phe Val Glu Lys Thr Val 
180 185 190 



Met Pro Tyr He Ser Thr Thr Pro Ala Lys Leu Arg Asn Pro Cys Thr 
195 200 205 



Ser Glu Gin Asn Cys Thr Thr Pro Phe Ser Tyr Lys Asn Val Leu Ser 
210 215 220 



Leu Thr Asn Lys Gly Glu Val Phe Asn Glu Leu Val Gly Lys Gin Arg 
225 230 235 240 



He Ser Gly Asn Leu Asp Ser Pro Glu Gly Gly Phe Asp Ala He Met 
245 250 255 



Gin Val Ala Val Cys Gly Ser Leu He Gly Trp Arg Asn Val Thr Arg 
260 265 270 



Leu Leu Val Phe Ser Thr Asp Ala Gly Phe His Phe Ala Gly Asp Gly 
275 280 285 



Lys Leu Gly Gly He Val Leu Pro Asn Asp Gly Gin Cys His Leu Glu 
290 295 300 



Asn Asn Met Tyr Thr Met Ser His Tyr Tyr Asp Tyr Pro Ser He Ala 
305 310 315 320 

His Leu Val Gin Lys Leu Ser Glu Asn Asn He Gin Thr He Phe Ala 
325 330 335 
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Val Thr Glu Glu Phe Gin Pro Val Tyr Lys Glu Leu Lys Asn Leu lie 
340 345 350 



Pro Lys Ser Ala Val Gly Thr Leu Ser Ala Asn Ser Ser Asn Val lie 
355 360 365 



Gin Leu lie lie Asp Ala Tyr Asn Ser Leu Ser Ser Glu Val lie Leu 
370 375 380 



Glu Asn Gly Lys Leu Ser Glu Gly Val Thr lie Ser Tyr Lys Ser Tyr 
385 390 395 400 



Cys Lys Asn Gly Val Asn Gly Thr Gly Glu Asn Gly Arg Lys Cys Ser 
405 410 415 



Asn lie Ser lie Gly Asp Glu Val Gin Phe Glu lie Ser lie Thr Ser 
420 425 430 



Asn Lys Cys Pro Lys Lys Asp Ser Asp Ser Phe Lys lie Arg Pro Leu 
435 440 445 



Gly Phe Thr Glu Glu Val Glu Val He Leu Gin Tyr He Cys Glu Cys 
450 455 460 



Glu Cys Gin Ser Glu Gly He Pro Glu Ser Pro Lys Cys His Glu Gly 
465 470 475 480 



Asn Gly Thr Phe Glu Cys Gly Ala Cys Arg Cys Asn Glu Gly Arg Val 
485 490 495 



Gly Arg His Cys Glu Cys Ser Thr Asp Glu Val Asn Ser Glu Asp Met 
500 505 510 



Asp Ala Tyr Cys Arg Lys Glu Asn Ser Ser Glu He Cys Ser Asn Asn 
515 520 525 



Gly Glu Cys Val Cys Gly Gin Cys Val Cys Arg Lys Arg Asp Asn Thr 
530 535 540 



Asn Glu He Tyr Ser Gly Lys Phe Cys Glu Cys Asp Asn Phe Asn Cys 
545 550 555 560 



Asp Arg Ser Asn Gly Leu He Cys Gly Gly Asn Gly Val Cys Lys Cys 
565 570 575 



Arg Val Cys Glu Cys Asn Pro Asn Tyr Thr Gly Ser Ala Cys Asp Cys 
580 585 590 



Ser Leu Asp Thr Ser Thr Cys Glu Ala Ser Asn Gly Gin lie Cys Asn 
595 600 605 



Gly Arg Gly lie Cys Glu Cys Gly Val Cys Lys Cys Thr Asp Pro Lys 
610 615 620 



Phe Gin Gly Gin Thr Cys Glu Met Cys Gin Thr Cys Leu Gly Val Cys 
625 630 635 640 



Ala Glu His Lys Glu Cys Val Gin Cys Arg Ala Phe Asn Lys Gly Glu 
645 650 655 



Lys Lys Asp Thr Cys Thr Gin Glu Cys Ser Tyr Phe Asn lie Thr Lys 
660 665 670 



Val Glu Ser Arg Asp Lys Leu Pro Gin Pro Val Gin Pro Asp Pro Val 
675 680 685 



Ser His Cys Lys Glu Lys Asp Val Asp Asp Cys Trp Phe Tyr Phe Thr 
690 695 700 

Tyr Ser Val Asn Gly Asn Asn Glu Val Met Val His Val Val Glu Asn 
705 710 715 720 

Pro Glu Cys Pro Thr Gly Pro Asp lie lie Pro lie Val Ala Gly Val 
725 730 735 



Val Ala Gly He Val Leu lie Gly Leu Ala Leu Leu Leu He Trp Lys 
740 745 750 



Leu Leu Met He He His Asp Arg Arg Glu Phe Ala Lys Phe Glu Lys 
755 760 765 



Glu Lys Met Asn Ala Lys Trp Asp Thr Gly Glu Asn Pro He Tyr Lys 
770 775 780 



Ser Ala Val Thr Thr Val Val Asn Pro Lys Tyr Glu Gly Lys 
785 790 795 



<210> 3 

<211> 739 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Pro Gly Lys Met Val Val lie Leu Gly Ala Ser Asn lie Leu Trp 
15 10 15 



lie Met Phe Ala Ala Ser Gin Ala Phe Lys lie Glu Thr Thr Pro Glu 
20 25 30 



Ser Arg Tyr Leu Ala Gin lie Gly Asp Ser Val Ser Leu Thr Cys Ser 
35 40 45 



Thr Thr Gly Cys Glu Ser Pro Phe Phe Ser Trp Arg Thr Gin lie Asp 
50 55 60 



Ser Pro Leu Asn Gly Lys Val Thr Asn Glu Gly Thr Thr Ser Thr Leu 
65 70 75 80 



Thr Met Asn Pro Val Ser Phe Gly Asn Glu His Ser Tyr Leu Cys Thr 
85 90 95 



Ala Thr Cys Glu Ser Arg Lys Leu Glu Lys Gly lie Gin Val Glu lie 
100 105 110 



Tyr Ser Phe Pro Lys Asp Pro Glu lie His Leu Ser Gly Pro Leu Glu 
115 120 125 



Ala Gly Lys Pro lie Thr Val Lys Cys Ser Val Ala Asp Val Tyr Pro 
130 135 140 



Phe Asp Arg Leu Glu lie Asp Leu Leu Lys Gly Asp His Leu Met Lys 
145 150 155 160 



Ser Gin Glu Phe Leu Glu Asp Ala Asp Arg Lys Ser Leu Glu Thr Lys 
165 170 175 



Ser Leu Glu Val Thr Phe Thr Pro Val lie Glu Asp lie Gly Lys Val 
180 185 190 



Leu Val Cys Arg Ala Lys Leu His lie Asp Glu Met Asp Ser Val Pro 
195 200 205 



Thr Val Arg Gin Ala Val Lys Glu Leu Gin Val Tyr lie Ser Pro Lys 
210 215 220 



Asn Thr Val lie Ser Val Asn Pro Ser Thr Lys Leu Gin Glu Gly Gly 
225 230 235 240 



Ser Val Thr Met Thr Cys Ser Ser Glu Gly Leu Pro Ala Pro Glu lie 
245 250 255 



Phe Trp Ser Lys Lys Leu Asp Asn Gly Asn Leu Gin His Leu Ser Gly 
260 265 270 



Asn Ala Thr Leu Thr Leu He Ala Met Arg Met Glu Asp Ser Gly He 
275 280 285 



Tyr Val Cys Glu Gly Val Asn Leu He Gly Lys Asn Arg Lys Glu Val 

290 295 300 

Glu Leu He Val Gin Glu Lys Pro Phe Thr Val Glu He Ser Pro Gly 
305 310 315 320 

Pro Arg He Ala Ala Gin He Gly Asp Ser Val Met Leu Thr Cys Ser 
325 330 335 



Val Met Gly Cys Glu Ser Pro Ser Phe Ser Trp Arg Thr Gin He Asp 
340 345 350 



Ser Pro Leu Ser Gly Lys Val Arg Ser Glu Gly Thr Asn Ser Thr Leu 
355 360 365 



Thr Leu Ser Pro Val Ser Phe Glu Asn Glu His Ser Tyr Leu Cys Thr 
370 375 380 



Val Thr Cys Gly His Lys Lys Leu Glu Lys Gly He Gin Val Glu Leu 
385 390 395 400 

Tyr Ser Phe Pro Arg Asp Pro Glu He Glu Met Ser Gly Gly Leu Val 
405 410 415 



Asn Gly Ser Ser Val Thr Val Ser Cys Lys Val Pro Ser Val Tyr Pro 
420 425 430 



Leu Asp Arg Leu Glu He Glu Leu Leu Lys Gly Glu Thr He Leu Glu 
435 440 445 



Asn He Glu Phe Leu Glu Asp Thr Asp Met Lys Ser Leu Glu Asn Lys 
450 455 460 



Ser Leu Glu Met Thr Phe He Pro Thr He Glu Asp Thr Gly Lys Ala 
465 470 475 480 
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Leu Val Cys Gin Ala Lys Leu His lie Asp Asp Met Glu Phe Glu Pro 
485 490 495 



Lys Gin Arg Gin Ser Thr Gin Thr Leu Tyr Val Asn Val Ala Pro Arg 
500 505 510 



Asp Thr Thr Val Leu Val Ser Pro Ser Ser lie Leu Glu Glu Gly Ser 
515 520 525 



Ser Val Asn Met Thr Cys Leu Ser Gin Gly Phe Pro Ala Pro Lys lie 
530 535 540 



Leu Trp Ser Arg Gin Leu Pro Asn Gly Glu Leu Gin Pro Leu Ser Glu 
545 550 555 560 

Asn Ala Thr Leu Thr Leu lie Ser Thr Lys Met Glu Asp Ser Gly Val 
565 570 575 



Tyr Leu Cys Glu Gly lie Asn Gin Ala Gly Arg Ser Arg Lys Glu Val 
580 585 590 



Glu Leu lie lie Gin Val Thr Pro Lys Asp He Lys Leu Thr Ala Phe 
595 600 605 



Pro Ser Glu Ser Val Lys Glu Gly Asp Thr Val He He Ser Cys Thr 
610 615 620 

Cys Gly Asn Val Pro Glu Thr Trp He He Leu Lys Lys Lys Ala Glu 
625 630 635 640 

Thr Gly Asp Thr Val Leu Lys Ser He Asp Gly Ala Tyr Thr He Arg 
645 650 655 



Lys Ala Gin Leu Lys Asp Ala Gly Val Tyr Glu Cys Glu Ser Lys Asn 
660 665 670 



Lys Val Gly Ser Gin Leu Arg Ser Leu Thr Leu Asp Val Gin Gly Arg 
675 680 685 



Glu Asn Asn Lys Asp Tyr Phe Ser Pro Glu Leu Leu Val Leu Tyr Phe 
690 695 700 



Ala Ser Ser Leu He He Pro Ala He Gly Met He He Tyr Phe Ala 
705 710 715 720 
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Arg Lys Ala Asn Met Lys Gly Ser Tyr Ser Leu Val Glu Ala Gin Lys 
725 730 735 



Ser Lys Val 



<210> 4 

<211> 2386 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Met Leu Arg Gly Pro Gly Pro Gly Leu Leu Leu Leu Ala Val Gin Cys 
15 10 15 

Leu Gly Thr Ala Val Pro Ser Thr Gly Ala Ser Lys Ser Lys Arg Gin 
20 25 30 



Ala Gin Gin Met Val Gin Pro Gin Ser Pro Val Ala Val Ser Gin Ser 
35 40 45 

Lys Pro Gly Cys Tyr Asp Asn Gly Lys His Tyr Gin lie Asn Gin Gin 
50 55 60 

Trp Glu Arg Thr Tyr Leu Gly Asn Ala Leu Val Cys Thr Cys Tyr Gly 
65 70 75 80 

Gly Ser Arg Gly Phe Asn Cys Glu Ser Lys Pro Glu Ala Glu Glu Thr 
85 90 95 

Cys Phe Asp Lys Tyr Thr Gly Asn Thr Tyr Arg Val Gly Asp Thr Tyr 
100 105 110 



Glu Arg Pro Lys Asp Ser Met lie Trp Asp Cys Thr Cys lie Gly Ala 
115 120 125 



Gly Arg Gly Arg lie Ser Cys Thr lie Ala Asn Arg Cys His Glu Gly 
130 135 140 



Gly Gin Ser Tyr Lys lie Gly Asp Thr Trp Arg Arg Pro His Glu Thr 

145 150 155 160 

Gly Gly Tyr Met Leu Glu Cys Val Cys Leu Gly Asn Gly Lys Gly Glu 
165 170 175 

Trp Thr Cys Lys Pro He Ala Glu Lys Cys Phe Asp His Ala Ala Gly 
180 185 190 
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Thr Ser Tyr Val Val Gly Glu Thr Trp Glu Lys Pro Tyr Gin Gly Trp 
195 200 205 



Met Met Val Asp Cys Thr Cys Leu Gly Glu Gly Ser Gly Arg lie Thr 
210 215 220 



Cys Thr Ser Arg Asn Arg Cys Asn Asp Gin Asp Thr Arg Thr Ser Tyr 
225 230 235 240 



Arg lie Gly Asp Thr Trp Ser Lys Lys Asp Asn Arg Gly Asn Leu Leu 
245 250 255 



Gin Cys lie Cys Thr Gly Asn Gly Arg Gly Glu Trp Lys Cys Glu Arg 
260 265 270 



His Thr Ser Val Gin Thr Thr Ser Ser Gly Ser Gly Pro Phe Thr Asp 
275 280 285 



Val Arg Ala Ala Val Tyr Gin Pro Gin Pro His Pro Gin Pro Pro Pro 
290 295 300 



Tyr Gly His Cys Val Thr Asp Ser Gly Val Val Tyr Ser Val Gly Met 
305 310 315 320 



Gin Trp Leu Lys Thr Gin Gly Asn Lys Gin Met Leu Cys Thr Cys Leu 
325 330 335 



Gly Asn Gly Val Ser Cys Gin Glu Thr Ala Val Thr Gin Thr Tyr Gly 
340 345 350 



Gly Asn Ser Asn Gly Glu Pro Cys Val Leu Pro Phe Thr Tyr Asn Gly 
355 360 365 



Arg Thr Phe Tyr Ser Cys Thr Thr Glu Gly Arg Gin Asp Gly His Leu 
370 375 380 



Trp Cys Ser Thr Thr Ser Asn Tyr Glu Gin Asp Gin Lys Tyr Ser Phe 
385 390 395 400 



Cys Thr Asp His Thr Val Leu Val Gin Thr Gin Gly Gly Asn Ser Asn 
405 410 415 



Gly Ala Leu Cys His Phe Pro Phe Leu Tyr Asn Asn His Asn Tyr Thr 
420 425 430 



Asp Cys Thr Ser Glu Gly Arg Arg Asp Asn Met Lys Trp Cys Gly Thr 
435 440 445 
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Thr Gin Asn Tyr Asp Ala Asp Gin Lys Phe Gly Phe Cys Pro Met Ala 
450 455 460 



Ala His Glu Glu lie Cys Thr Thr Asn Glu Gly Val Met Tyr Arg lie 
465 470 475 480 



Gly Asp Gin Trp Asp Lys Gin His Asp Met Gly His Met Met Arg Cys 
485 490 495 



Thr Cys Val Gly Asn Gly Arg Gly Glu Trp Thr Cys lie Ala Tyir Ser 
500 505 510 



Gin Leu Arg Asp Gin Cys lie Val Asp Asp lie Thr Tyr Asn Val Asn 
515 520 525 



Asp Thr Phe His Lys Arg His Glu Glu Gly His Met Leu Asn Cys Thr 
530 535 540 



Cys Phe Gly Gin Gly Arg Gly Arg Trp Lys Cys Asp Pro Val Asp Gin 
545 550 555 560 



Cys Gin Asp Ser Glu Thr Gly Thr Phe Tyr Gin lie Gly Asp Ser Trp 
565 570 575 



Glu Lys Tyr Val His Gly Val Arg Tyr Gin Cys Tyr Cys Tyr Gly Arg 
580 585 590 



Gly lie Gly Glu Trp His Cys Gin Pro Leu Gin Thr Tyr Pro Ser Ser 
595 600 605 



Ser Gly Pro Val Glu Val Phe lie Thr Glu Thr Pro Ser Gin Pro Asn 

610 615 620 

Ser His Pro lie Gin Trp Asn Ala Pro Gin Pro Ser His lie Ser Lys 

625 630 635 640 



Tyr lie Leu Arg Trp Arg Pro Lys Asn Ser Val Gly Arg Trp Lys Glu 
645 650 655 



Ala Thr lie Pro Gly His Leu Asn Ser Tyr Thr lie Lys Gly Leu Lys 
660 665 670 

Pro Gly Val Val Tyr Glu Gly Gin Leu lie Ser lie Gin Gin Tyr Gly 
675 680 685 
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His Gin Glu Val Thr Arg Phe Asp Phe Thr Thr Thr Ser Thr Ser Thr 
690 695 700 



Pro Val Thr Ser Asn Thr Val Thr Gly Glu Thr Thr Pro Phe Ser Pro 
705 710 715 720 



Leu Val Ala Thr Ser Glu Ser Val Thr Glu lie Thr Ala Ser Ser Phe 
725 730 735 



Val Val Ser Trp Val Ser Ala Ser Asp Thr Val Ser Gly Phe Arg Val 
740 745 750 



Glu Tyr Glu Leu Ser Glu Glu Gly Asp Glu Pro Gin Tyr Leu Asp Leu 
755 760 765 

Pro Ser Thr Ala Thr Ser Val Asn lie Pro Asp Leu Leu Pro Gly Arg 
770 775 780 



Lys Tyr lie Val Asn Val Tyr Gin lie Ser Glu Asp Gly Glu Gin Ser 
785 790 795 800 



Leu lie Leu Ser Thr Ser Gin Thr Thr Ala Pro Asp Ala Pro Pro Asp 
805 810 815 



Pro Thr Val Asp Gin Val Asp Asp Thr Ser lie Val Val Arg Trp Ser 
820 825 830 



Arg Pro Gin Ala Pro lie Thr Gly Tyr Arg lie Val Tyr Ser Pro Ser 
835 840 845 



Val Glu Gly Ser Ser Thr Glu Leu Asn Leu Pro Glu Thr Ala Asn Ser 
850 855 860 



Val Thr Leu Ser Asp Leu Gin Pro Gly Val Gin Tyr Asn lie Thr lie 
865 870 875 880 

Tyr Ala Val Glu Glu Asn Gin Glu Ser Thr Pro Val Val He Gin Gin 
885 890 895 



Glu Thr Thr Gly Thr Pro Arg Ser Asp Thr Val Pro Ser Pro Arg Asp 
900 905 910 



Leu Gin Phe Val Glu Val Thr Asp Val Lys Val Thr He Met Trp Thr 
915 920 925 

Pro Pro Glu Ser Ala Val Thr Gly Tyr Arg Val Asp Val He Pro Val 
930 935 940 
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Asn Leu Pro Gly Glu His Gly Gin Arg Leu Pro lie Ser Arg Asn Thr 
945 950 955 960 



Phe Ala Glu Val Thr Gly Leu Ser Pro Gly Val Thr Tyr Tyr Phe Lys 
965 970 975 



Val Phe Ala Val Ser His Gly Arg Glu Ser Lys Pro Leu Thr Ala Gin 
980 985 990 

Gin Thr Thr Lys Leu Asp Ala Pro Thr Asn Leu Gin Phe Val Asn Glu 
995 1000 1005 

Thr Asp Ser Thr Val Leu Val Arg Trp Thr Pro Pro Arg Ala Gin 
1010 1015 1020 

lie Thr Gly Tyr Arg Leu Thr Val Gly Leu Thr Arg Arg Gly Gin 
1025 1030 1035 



Pro Arg Gin Tyr Asn Val Gly Pro Ser Val Ser Lys Tyr Pro Leu 
1040 1045 1050 



Arg Asn Leu Gin Pro Ala Ser Glu Tyr Thr Val Ser Leu Val Ala 
1055 1060 1065 



lie Lys Gly Asn Gin Glu Ser Pro Lys Ala Thr Gly Val Phe Thr 
1070 1075 1080 



Thr Leu Gin Pro Gly Ser Ser lie Pro Pro Tyr Asn Thr Glu Val 
1085 1090 1095 



Thr Glu Thr Thr lie Val lie Thr Trp Thr Pro Ala Pro Arg lie 
1100 1105 1110 



Gly Phe Lys Leu Gly Val Arg Pro Ser Gin Gly Gly Glu Ala Pro 
1115 1120 1125 



Arg Glu Val Thr Ser Asp Ser Gly Ser lie Val Val Ser Gly Leu 
1130 1135 1140 



Thr Pro Gly Val Glu Tyr Val Tyr Thr He Gin Val Leu Arg Asp 
1145 1150 1155 



Gly Gin Glu Arg Asp Ala Pro He Val Asn Lys Val Val Thr Pro 
1160 1165 1170 
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Leu Ser Pro Pro Thr Asn Leu His Leu Glu Ala Asn Pro Asp Thr 
1175 1180 1185 



Gly Val Leu Thr Val Ser Trp Glu Arg Ser Thr Thr Pro Asp lie 
1190 1195 1200 



Thr Gly Tyr Arg lie Thr Thr Thr Pro Thr Asn Gly Gin Gin Gly 
1205 1210 1215 



Asn Ser Leu Glu Glu Val Val His Ala Asp Gin Ser Ser Cys Thr 
1220 1225 1230 



Phe Asp Asn Leu Ser Pro Gly Leu Glu Tyr Asn Val Ser Val Tyr 
1235 1240 1245 



Thr Val Lys Asp Asp Lys Glu Ser Val Pro lie Ser Asp Thr lie 
1250 1255 1260 



He Pro Ala Val Pro Pro Pro Thr Asp Leu Arg Phe Thr Asn He 
1265 1270 1275 



Gly Pro Asp Thr Met Arg Val Thr Trp Ala Pro Pro Pro Ser He 
1280 1285 1290 



Asp Leu Thr Asn Phe Leu Val Arg Tyr Ser Pro Val Lys Asn Glu 
1295 1300 1305 



Glu Asp Val Ala Glu Leu Ser He Ser Pro Ser Asp Asn Ala Val 
1310 1315 1320 



Val Leu Thr Asn Leu Leu Pro Gly Thr Glu Tyr Val Val Ser Val 
1325 1330 1335 



Ser Ser Val Tyr Glu Gin His Glu Ser Thr Pro Leu Arg Gly Arg 
1340 1345 1350 



Gin Lys Thr Gly Leu Asp Ser Pro Thr Gly He Asp Phe Ser Asp 
1355 1360 1365 



He Thr Ala Asn Ser Phe Thr Val His Trp He Ala Pro Arg Ala 
1370 1375 1380 



Thr He Thr Gly Tyr Arg He Arg His His Pro Glu His Phe Ser 
1385 1390 1395 



Gly Arg Pro Arg Glu Asp Arg Val Pro His Ser Arg Asn Ser He 
1400 1405 1410 
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Thr Leu Thr Asn Leu Thr Pro Gly Thr Glu Tyr Val Val Ser lie 
1415 1420 1425 



Val Ala Leu Asn Gly Arg Glu Glu Ser Pro Leu Leu lie Gly Gin 
1430 1435 1440 



Gin Ser Thr Val Ser Asp Val Pro Arg Asp Leu Glu Val Val Ala 
1445 1450 1455 



Ala Thr Pro Thr Ser Leu Leu lie Ser Trp Asp Ala Pro Ala Val 
1460 1465 1470 



Thr Val Arg Tyr Tyr Arg lie Thr Tyr Gly Glu Thr Gly Gly Asn 
1475 1480 1485 



Ser Pro Val Gin Glu Phe Thr Val Pro Gly Ser Lys Ser Thr Ala 
1490 1495 1500 



Thr lie Ser Gly Leu Lys Pro Gly Val Asp Tyr Thr lie Thr Val 
1505 1510 1515 



Tyr Ala Val Thr Gly Arg Gly Asp Ser Pro Ala Ser Ser Lys Pro 
1520 1525 1530 



lie Ser lie Asn Tyr Arg Thr Glu lie Asp Lys Pro Ser Gin Met 
1535 1540 1545 



Gin Val Thr Asp Val Gin Asp Asn Ser lie Ser Val Lys Trp Leu 
1550 1555 1560 



Pro Ser Ser Ser Pro Val Thr Gly Tyr Arg Val Thr Thr Thr Pro 
1565 1570 1575 



Lys Asn Gly Pro Gly Pro Thr Lys Thr Lys Thr Ala Gly Pro Asp 
1580 1585 1590 



Gin Thr Glu Met Thr lie Glu Gly Leu Gin Pro Thr Val Glu Tyr 
1595 1600 1605 



Val Val Ser Val Tyr Ala Gin Asn Pro Ser Gly Glu Ser Gin Pro 
1610 1615 1620 



Leu Val Gin Thr Ala Val Thr Asn lie Asp Arg Pro Lys Gly Leu 
1625 1630 1635 
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Ala Phe Thr Asp Val Asp Val Asp Ser lie Lys lie Ala Trp Glu 
1640 1645 1650 



Ser Pro Gin Gly Gin Val Ser Arg Tyr Arg Val Thr Tyr Ser Ser 
1655 1660 1665 



Pro Glu Asp Gly lie His Glu Leu Phe Pro Ala Pro Asp Gly Glu 
1670 1675 1680 



Glu Asp Thr Ala Glu Leu Gin Gly Leu Arg Pro Gly Ser Glu Tyr 
1685 1690 1695 



Thr Val Ser Val Val Ala Leu His Asp Asp Met Glu Ser Gin Pro 
1700 1705 1710 



Leu lie Gly Thr Gin Ser Thr Ala lie Pro Ala Pro Thr Asp Leu 
1715 1720 1725 



Lys Phe Thr Gin Val Thr Pro Thr Ser Leu Ser Ala Gin Trp Thr 
1730 1735 1740 



Pro Pro Asn Val Gin Leu Thr Gly Tyr Arg Val Arg Val Thr Pro 
1745 1750 1755 



Lys Glu Lys Thr Gly Pro Met Lys Glu lie Asn Leu Ala Pro Asp 
1760 1765 1770 



Ser Ser Ser Val Val Val Ser Gly Leu Met Val Ala Thr Lys Tyr 
1775 1780 1785 



Glu Val Ser Val Tyr Ala Leu Lys Asp Thr Leu Thr Ser Arg Pro 
1790 1795 1800 



Ala Gin Gly Val Val Thr Thr Leu Glu Asn Val Ser Pro Pro Arg 
1805 1810 1815 



Arg Ala Arg Val Thr Asp Ala Thr Glu Thr Thr lie Thr lie Ser 
1820 1825 1830 



Trp Arg Thr Lys Thr Glu Thr lie Thr Gly Phe Gin Val Asp Ala 
1835 1840 1845 



Val Pro Ala Asn Gly Gin Thr Pro He Gin Arg Thr He Lys Pro 
1850 1855 1860 



Asp Val Arg Ser Tyr Thr He Thr Gly Leu Gin Pro Gly Thr Asp 
1865 1870 1875 
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Tyr Lys lie Tyr Leu Tyr Thr Leu Asn Asp Asn Ala Arg Ser Ser 
1880 1885 1890 



Pro Val Val lie Asp Ala Ser Thr Ala lie Asp Ala Pro Ser Asn 
1895 1900 1905 



Leu Arg Phe Leu Ala Thr Thr Pro Asn Ser Leu Leu Val Ser Trp 
1910 1915 1920 



Gin Pro Pro Arg Ala Arg lie Thr Gly Tyr lie lie Lys Tyr Glu 
1925 1930 1935 



Lys Pro Gly Ser Pro Pro Arg Glu Val Val Pro Arg Pro Arg Pro 
1940 1945 1950 



Gly Val Thr Glu Ala Thr lie Thr Gly Leu Glu Pro Gly Thr Glu 
1955 1960 1965 



Tyr Thr lie Tyr Val lie Ala Leu Lys Asn Asn Gin Lys Ser Glu 
1970 1975 1980 



Pro Leu lie Gly Arg Lys Lys Thr Asp Glu Leu Pro Gin Leu Val 
1985 1990 1995 



Thr Leu Pro His Pro Asn Leu His Gly Pro Glu lie Leu Asp Val 
2000 2005 2010 



Pro Ser Thr Val Gin Lys Thr Pro Phe Val Thr His Pro Gly Tyr 
2015 2020 2025 



Asp Thr Gly Asn Gly lie Gin Leu Pro Gly Thr Ser Gly Gin Gin 
2030 2035 2040 



Pro Ser Val Gly Gin Gin Met lie Phe Glu Glu His Gly Phe Arg 
2045 2050 2055 



Arg Thr Thr Pro Pro Thr Thr Ala Thr Pro lie Arg His Arg Pro 
2060 2065 2070 

Arg Pro Tyr Pro Pro Asn Val Gly Glu Glu lie Gin lie Gly His 
2075 2080 2085 



lie Pro Arg Glu Asp Val Asp Tyr His Leu Tyr Pro His Gly Pro 
2090 2095 2100 
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Gly Leu Asn Pro Asn Ala Ser Thr Gly Gin Glu Ala Leu Ser Gin 
2105 2110 2115 



Thr Thr lie Ser Trp Ala Pro Phe Gin Asp Thr Ser Glu Tyr lie 
2120 2125 2130 



lie Ser Cys His Pro Val Gly Thr Asp Glu Glu Pro Leu Gin Phe 
2135 2140 2145 



Arg Val Pro Gly Thr Ser Thr Ser Ala Thr Leu Thr Gly Leu Thr 
2150 2155 2160 



Arg Gly Ala Thr Tyr Asn lie lie Val Glu Ala Leu Lys Asp Gin 
2165 2170 2175 



Gin Arg His Lys Val Arg Glu Glu Val Val Thr Val Gly Asn Ser 
2180 2185 2190 



Val Asn Glu Gly Leu Asn Gin Pro Thr Asp Asp Ser Cys Phe Asp 
2195 2200 2205 



Pro Tyr Thr Val Ser His Tyr Ala Val Gly Asp Glu Trp Glu Arg 
2210 2215 2220 



Met Ser Glu Ser Gly Phe Lys Leu Leu Cys Gin Cys Leu Gly Phe 
2225 2230 2235 



Gly Ser Gly His Phe Arg Cys Asp Ser Ser Arg Trp Cys His Asp 
2240 2245 2250 



Asn Gly Val Asn Tyr Lys He Gly Glu Lys Trp Asp Arg Gin Gly 
2255 2260 2265 



Glu Asn Gly Gin Met Met Ser Cys Thr Cys Leu Gly Asn Gly Lys 
2270 2275 2280 



Gly Glu Phe Lys Cys Asp Pro His Glu Ala Thr Cys Tyr Asp Asp 
2285 2290 2295 



Gly Lys Thr Tyr His Val Gly Glu Gin Trp Gin Lys Glu Tyr Leu 
2300 2305 2310 



Gly Ala He Cys Ser Cys Thr Cys Phe Gly Gly Gin Arg Gly Trp 
2315 2320 2325 



Arg Cys Asp Asn Cys Arg Arg Pro Gly Gly Glu Pro Ser Pro Glu 
2330 2335 2340 
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Gly Thr Thr Gly Gin Ser Tyr Asn Gin Tyr Ser Gin Arg Tyr His 
2345 2350 2355 



Gin Arg Thr Asn Thr Asn Val Asn Cys Pro lie Glu Cys Phe Met 
2360 2365 2370 

Pro Leu Asp Val Gin Ala Asp Arg Glu Asp Ser Arg Glu 
2375 2380 2385 

<210> 5 

<211> 3562 

<212> DNA 

<213> Homo sapiens 

<400> 5 



gccatcccgc 


gctctgcggg 


ctgggaggcc 


cgggccagga 


cgcgagtcct 


gcgcagccga 


60 


ggttccccag 


cgccccctgc 


agccgcgcgt 


aggcagagac 


ggagcccggc 


cctgcgcctc 


120 


cgcaccacgc 


ccgggacccc 


acccagcggc 


ccgtacccgg 


agaagcagcg 


cgagcacccg 


180 


aagctcccgg 


ctggcggcag 


aaaccgggag 


tggggccggg 


cgagtgcgcg 


gcatcccagg 


240 


ccggcccgaa 


cgctccgccc 


gcggtgggcc 


gacttcccct 


cctcttccct 


ctctccttcc 


300 


tttagcccgc 


tggcgccgga 


cacgctgcgc 


ctcatctctt 


ggggcgttct 


tccccgttgg 


360 


ccaaccgtcg 


catcccgtgc 


aactttgggg 


tagtggccgt 


ttagtgttga 


atgttcccca 


420 


ccgagagcgc 


atggcttggg 


aagcgaggcg 


cgaacccggc 


ccccgaaggg 


ccgccgtccg 


480 


ggagacggtg 


atgctgttgc 


tgtgcctggg 


ggtcccgacc 


ggccgcccct 


acaacgtgga 


540 


cactgagagc 


gcgctgcttt 


accagggccc 


ccacaacacg 


ctgttcggct 


actcggtcgt 


600 


gctgcacagc 


cacggggcga 


accgatggct 


cctagtgggt 


gcgcccactg 


ccaactggct 


660 


cgccaacgct 


tcagtgatca 


atcccggggc 


gatttacaga 


tgcaggatcg 


gaaagaatcc 


720 


cggccagacg 


tgcgaacagc 


tccagctggg 


tagccctaat 


ggagaacctt 


gtggaaagac 


780 


ttgtttggaa 


gagagagaca 


atcagtggtt 


gggggtcaca 


ctttccagac 


agccaggaga 


840 


aaatggatcc 


atcgtgactt 


gtgggcatag 


atggaaaaat 


atattttaca 


taaagaatga 


900 


aaataagctc 


cccactggtg 


gttgctatgg 


agtgccccct 


gatttacgaa 


cagaactgag 


960 


taaaagaata 


gctccgtgtt 


atcaagatta 


tgtgaaaaaa 


tttggagaaa 


attttgcatc 


1020 


atgtcaagct 


ggaatatcca 


gtttttacac 


aaaggattta 


attgtgatgg 


gggccccagg 


1080 


atcatcttac 


tggactggct 


ctctttttgt 


ctacaatata 


actacaaata 


aatacaaggc 


1140 


ttttttagac 


aaacaaaatc 


aagtaaaatt 


tggaagttat 


ttaggatatt 


cagtcggagc 


1200 


tggtcatttt 


cggagccagc 


atactaccga 


agtagtcgga 


ggagctcctc 


aacatgagca 


1260 


gattggtaag 


gcatatatat 


tcagcattga 


tgaaaaagaa 


ctaaatatct 


tacatgaaat 


1320 
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03.^3.00 1 del cl 


aaac ttacrat 


cgtact ttgg 


agcttctgtc 


tQtQCtataa 

w»j w^ w w*j 


acctcaatgc 


1380 


aaataac tit c 


tcaaatictioc 


tcgtgggagc 


acccatgcag 


agcaccatica 


aaqaooaaQQ 


1440 


aaaaat a 1 1 1 


Qtatiacatica 


actctaoctc 


crocracrcaQtia 


atgaatgcaa 


tooaaacaaa 


1500 


cctcattcraa 


agtgacaaat 


atgctgcaag 


atttcrcfQQaa 


tctatagtta 


atcttqqcqa 


1560 


cattofacaat 


qataQCtttq 


aagatgttgc 


tatcggagct 


ccacaagaag 


atgacttgca 


1620 


aacrtiactatt 

w*^j^n «3 ^ ^ ^ 


tatatttaca 


atOQCCcrticrc 

uw^^ww^ w^w 


aaatcTQQatc 

w.^d W333«-t. WW 


tcgtcaacct 


tctcacagag 


1680 


aattaaaocra 


cttcagatca 


gcaaatcgtt 


aagtatgttt 


ggacagtcta 


tatcaggaca 


1740 


CICL ^ CI ^ CI. 


aat'aat'aata 


acta tat" aaa 


tat aacacrtt 


ggtgcttttc 


ggtctgattc 


1800 


t* crr't" at" p t" ta 


ctaaacracaa 


gacctgtagt 


aattgttgac 


gcttctttaa 


gccaccctga 


1860 




acfaacdaaat: 


ttaactatat 


tgaaaatgga 


tggccttctg 


tgtgcataga 


1920 


tctaacactt 


tatttctcat 


ataagggcaa 


ggaagttcca 


ggttacattg 


ttttgtttta 


1980 


taacatgagt 


ttggatgtga 


acagaaaggc 


agagtctcca 


ccaagattct 


atttctcttc 


2040 


taatcroaact 


tctoacatcra 


tztacaaaaao 

^ *AXJ xj ^A^A xj 


catacaggtg 


tec age agag 


aagctaactg 


2100 


♦"aoaacacat 


caacrcattta 


tacaaaaaaa 


tataccraaac 


atcctcaccc 


caattcagat 


2160 






at"cctpatafc 

W WW W Wm w w 


catcaotaaa 


caaaatacacr 


aaaaat tccc 


2220 


ancact t cacr 


ccaattcttc 


aacaaaaaaa 

t*Xj \^ X*^^ X*xj 


agaaaaagac 


ataatgaaaa 


aaacaataaa 


2280 


ct t tacaaaa 


ttt tgtgccc 


atgaaaat tg 


ttctgctgat 


ttacaggttt 


ctgcaaagat 


2340 


tgggtttttg 


aagccccatg 


aaaataaaac 


atatcttgct 


qttqcrqaqta 


tgaagacatt 


2400 


aatattaaat 


atatccttcrt 

www w w^ w 


ttaatgctgg 


agatgatgca 


tatgaaacga 


ctctacatgt 


2460 


caaactaccc 


a t aacrt c t: 1 1 

*H Lp*3>j>j i^w www 


atttcattaa 


oatttitaaacr 

www w ^* r3 z3 


c t ggaagaga 


agcaaataaa 


2520 


f t" Q t Cf a a cf t r* 


CLwCLVj d wnc&w w 


ctaacataat 


acaacttaac 


tacacrtatta 

W^J^^^AXJ W W^H 


get at at at a 


2580 


ivCIMCl Lp wCi ^ 


^ L»wCiCL*j^Ct 


taoatattaa 

W Cfc^ CL W n W W t*^^ 


ctttctccta 


era t a t aaoc t 

^3 23 23 ^^23 


cactcagcag 


2640 




aacctcaata 


tcacaataca 


tactacctat 


oaaaatoaaa 


aggaaatgga 


2700 


caatct aaaa 


cacaacacraa 


taactataac 


aataccttta 


aaatatgagg 


ttaagctgac 


2760 


t" Q 1 1 c a t acra 


tittatiaaacc 


caacttcat t 


tatatataaa 

w^ w^ Wdw^^d 


tcaaatgatg 


aaaatgagcc 


2820 


t"craaacatac 

L» y O. W C* V«> >^ V— * 


ataatacraaa 


aaatgaac tt 


aact ttccat 


gttatcaaca 


ctggcaatag 


2880 






1" aaa a a t" a a t" 


aata ccaaat 

^ y W d W W ddCA w 


tcttttaacc 

W W W W W Wd.^ w w 


cccaaactaa 


2940 


taagctgttc 


aacattttgg 


atgtccagac 


tactactgga 


gaatgccact 


ttgaaaatta 


3000 


tcaaagagtg 


tgtgcattag 


agcagcaaaa 


gagtgcaatg 


cagaccttga 


aaggcatagt 


3060 


ccggttcttg 


tccaagactg 


ataagaggct 


attgtactgc 


ataaaagctg 


atccacattg 


3120 


tttaaatttc 


ttgtgtaatt 


ttgggaaaat 


ggaaagtgga 


aaagaagcca 


gtgttcatat 


3180 
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ccaactggaa 


ggccggccat 


ccattttaga 


aatggatgag 


acttcagcac 


tcaagtttga 


3240 


aataagagca 


acaggttttc 


cagagccaaa 


tccaagagta 


attgaactaa 


acaaggatga 


3300 


gaatgttgcg catgttctac 


tggaaggact 


acatcatcaa 


agacccaaac 


gttatttcac 


3360 


catagtgatt 


atttcaagta 


gcttgctact 


tggacttatt 


gtacttctat 


tgatctcata 


3420 


tgttatgtgg 


aaggctggct 


tctttaaaag 


acaatacaaa 


tctatcctac 


aagaagaaaa 


3480 


cagaagagac 


agttggagtt 


atatcaacag 


taaaagcaat 


gatgattaag 


gacttctttc 


3540 


aaattgagag 


aatggaaaac 
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<400> 6 
gccatcccgc 


gctctgcggg 


ctgggaggcc 


cgggccagga 


cgcgagtcct 


gcgcagccga 


60 


ggttccccag 


cgccccctgc 


agccgcgcgt 


aggcagagac 


ggagcccggc 


cctgcgcctc 


120 


cgcaccacgc 


ccgggacccc 


acccagcggc 


ccgtacccgg 


agaagcagcg 


cgagcacccg 


180 


aagctcccgg 


ctggcggcag 


aaaccgggag 


tggggccggg 

^^^^^^^ 


cgagtgcgcg 


gcatcccagg 


240 


ccggcccgaa 


cgctccgccc 


qcqqtqqqcc 


gacttcccct 


cctcttccct 


ctctccttcc 


300 


tttagcccgc 


tggcgccgga 


cacgctgcgc 


ctcatctctt 


ggggcgttct 


tccccgttgg 


360 


ccaaccgtcg 


catcccgtgc 


aactttggqq 


tagtggccgt 


ttagtgttga 


atgttcccca 


420 


ccaaaaacoc 




aaqcgaggcg 


cgaacccggc 


ccccgaaggg 


ccgccgtccg 


480 


ggagacggtg 


atgctgttgc 


tgtqcctggg 


ggtcccgacc 


ggccgcccct 


acaacgtgga 


540 


cactgagagc 


gcgctgcttt 


accagggccc 


ccacaacacg 


ctgttcggct 


actcggtcgt 


600 


gctgcacagc 


cacggggcga 


accgatggct 


cctaqtqgqt 


gcgcccactg 


ccaactggct 


660 


cgccaacgct 


tcagtgatca 


atcccggggc 

3333 


gatttacaga 


tgcaggatcg 


gaaagaatcc 


720 


cggccagacg 


tgcgaacagc 


tccagctggg 


tagccctaat 


ggagaacctt 


gtggaaagac 


780 


ttgtttggaa 


gagagagaca 


atcagtggtt 


gggggtcaca 


ctttccagac 


agccaggaga 


840 


aaatggatcc 


atcgtgactt 


QtQQqcataq 

3 ^'SZS 3 ******** 3 


atggaaaaat 


atattttaca 


taaagaatga 


900 


aaataagctc 


cccactggtg 


attQctatcrQ 


agtgccccct 


gatttacgaa 


cagaactgag 


960 


taaaagaata 


gctccgtgtt 


atcaagatta 


tgtgaaaaaa 


tttggagaaa 


attttgcatc 


1020 


atgtcaagct 


ggaatatcca 


gtttttacac 


aaaggattta 


atcgugacgg 


gggccccagg 




atcatcttac 


tggactggct 


ctctttttgt 


ctacaatata 


actacaaata 


aatacaaggc 


1140 


ttttttagac 


aaacaaaatc 


aagtaaaatt 


tggaagttat 


ttaggatatt 


cagtcggagc 


1200 


tggtcatttt 


cggagccagc 


atactaccga 


agtagtcgga 


ggagctcctc 


aacatgagca 


1260 
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gcatatatat 


tcagcattga 


tgaaaaagaa 


ctaaatatct 


tacatgaaat 


1320 




aaocttaaat 


cgtactttgg 


agcttctgtc 


tgtgctgtgg 


acctcaatgc 


1380 


agatggcttc 


tcagatctgc 


tCQtQQQaQC 

^--wjg ^^^^^^^ 


acccatgcag 


agcaccatca 


gagaggaagg 


1440 


aagagtgttt 


gtgtacatca 


actctggctc 


aqgagcaqta 


atgaatgcaa 


tggaaacaaa 


1500 


cc t cat toaa 


agtgacaaat 


atgctgcaag 


atttggggaa 


tctatagtta 


atcttggcga 


1560 


cattcra.ca.ati 


cratocrctttcr 


aagatgttgc 


tatcggagct 


ccacaagaag 


atgacttgca 


1620 


aaatoctatt 


tatatttaca 


atQQCCQtQC 


agatgggatc 


tcgtcaacct 


tctcacagag 


1680 


aa t tcraaaaa 


cttcagatca 


gcaaatcgtt 


aagtatgttt 


ggacagtcta 


tatcaggaca 


1740 


aattaataca 


gataataatg 


gctatgtaga 


tgtagcagtt 


ggtgcttttc 


ggtctgattc 


1800 


toctatctta 


ctaaggacaa 


gacctgtagt 


aattgttgac 


gcttctttaa 


gccaccctga 


1860 


atcaataaat 


agaacgaaat 


ttgactgtgt 


tgaaaatgga 


tggccttctg 


tgtgcataga 


1920 


tctaacactt 


tgtttctcat 


ataagggcaa 


ggaagttcca 


ggttacattg 


ttttgtttta 


1980 


taacatcraat 


1 1 acf a t ot oa 


acagaaaggc 


agagtctcca 


ccaagattct 


atttctcttc 


2040 


t aa taaaact 


tctcracotaa 


ttacaggaag 


catacaggtg 


tccagcagag 


aagctaactg 


2100 


taaaacacat 


caagcattta 


tgcggaaaga 


tgtgcgggac 


atcctcaccc 


caattcagat 


2160 


tcraaactact 


taccaccttg 


gtcctcatgt 


catcagtaaa 


cgaagtacag 


aggaattccc 


2220 


accacttcag 


ccaattcttc 


agcagaagaa 


agaaaaagac 


ataatgaaaa 


aaacaataaa 


2280 


pi" ttacaaaa 


ttttataccc 


atgaaaattg 


ttctgctgat 


ttacaggttt 


ctgcaaagat 


2340 


taaattttta 


aaoccc cater 


aaaataaaac 


atatcttgct 


gttgggagta 


tgaagacatt 


2400 


era t cih t era a t 


ertcitecttcrt 


ttaatcrctocr 

w>jVrt> 


agatgatgca 


tatgaaacga 


ctctacatgt 


2460 




CI t crcrcT t c 1 1 1 


atttcattaa 


gattttagag 


ctQcraacracra 


agcaaataaa 


2520 


ctcitoaacrtc 


acagataact 


ctcracatQQt 


acaacttgac 


tgcagtattg 


gctatatata 


2580 


tataaatcat 


ctctcaagga 


tagatattag 


ctttctcctg 


gatgtgagct 


cactcagcag 


2640 


acrccraaaaacT 
^y ^yy **^y 


gacctcagta 


tcacagtgca 


tgctacctgt 


gaaaatgaag 


aggaaatgga 


2700 


nci ^ ^ w amm^ 


cacacrcacracr 


tgactgtagc 


aataccttta 


aaatatgagg 


ttaagctgac 


2760 




tttcfhaaapc 

^ ^ ^ Li» CL 


caact tcatt 


tatatatQQa 


tcaaatgatg 


aaaatgagcc 


2820 


t era a a c or t" Cf p 


atacftacraaa 

a. u-y y uyy ciy c* 


aaatgaac tt 


aact ttccat 


gttatcaaca 


ctggcaatag 


2880 


tatggctccc 


aatgttagtg 


tggaaataat 


ggtaccaaat 


tcttttagcc 


cccaaactga 


Z ^4 U 


taagctgttc 


aacattttgg 


atgtccagac 


tactactgga 


gaatgccact 


ttgaaaatta 


3000 


tcaaagagtg 


tgtgcattag 


agcagcaaaa 


gagtgcaatg 


cagaccttga 


aaggcatagt 


3060 


ccggttcttg 


tccaagactg 


ataagaggct 


attgtactgc 


ataaaagctg 


atccacattg 


3120 
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tttaaatttc 


ttgtgtaatt 


ttiacraaaaat 


QQaaaatQQa 


aaagaagcca 


gtgttcatat 


3180 


ccaactggaa ggccggccat 


ccattttaga 


aatQcratQaQ 


acttcagcac 


tcaagtttga 


3240 


a h a «3cracrcd 

CIA UiGiCl^Cl^ wd 


acaaattttc 


cagagccaaa 


tccaagagta 


attgaactaa 


acaaggatga 


3300 


gaatgttgcg 


catgttctac 


t ggaaggac t 


acatcatcaa 


agacccaaac 


gttatttcac 


3360 


catagtgatt 


atttcaagta 


gcttgctact 


tggacttatt 


gtacttctat 


tgatctcata 




tgttatgtgg 


aaggctggct 


tctttaaaag 


acaatacaaa 


tctatcctac 


aagaagaaaa 


3480 


cagaagagac 


agttggagtt 


atatcaacag 


taaaagcaat 


gatgattaag 


gacttctttc 


3540 


aaattgagag 


aatggaaaac 


ag 
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gtccgccaaa 


acctgcgcgg 


atagggaaga 


acagcacccc 


ggcgccgatt 


gccgtaccaa 


60 


acaagcctaa 


cgtccgctgg 


gccccggacg 


ccgcgcggaa 


aagatgaatt 


tacaaccaat 


120 


tttctggatt 


ggactgatca 


gttcagtttg 


ctgtgtgttt 


gctcaaacag 


atgaaaatag 


180 


atgtttaaaa 


gcaaatgcca 


aatcatgtgg 


agaatgtata 


caagcagggc 


caaattgtgg 


240 


gtggtgcaca 


aattcaacat 


ttttacagga 


aggaatgcct 


acttctgcac 


gatgtgatga 


300 


tttagaagcc 


ttaaaaaaga 


agggttgccc 


tccagatgac 


atagaaaatc 


ccagaggctc 


360 


caaagatata 


aagaaaaata 


aaaatgtaac 


caaccgtagc 


aaaggaacag 


cagagaagct 


420 


caagccagag 


gatattcatc 


agatccaacc 


acagcagttg 


gttttgcgat 


taagatcagg 


480 


ggagccacag 


acatttacat 


taaaattcaa 


gagagctgaa 


gactatccca 


ttgacctcta 


540 


ctaccttatg 


gacctgtctt 


attcaatgaa 


agacgatttg 


gagaatgtaa 


aaagtcttgg 


600 


aacagatctg 


atgaatgaaa 


tgaggaggat 


tacttcggac 


ttcagaattg 


gatttggctc 


660 


atttgtggaa 


aagactgtga 


tgccttacat 


tagcacaaca 


ccagctaagc 


tcaggaaccc 


720 


ttgcacaagt 


gaacagaact 


gcaccacccc 


atttagctac 


aaaaatgtgc 


tcagtcttac 


780 


taataaagga 


gaagtattta 


atgaacttgt 


tggaaaacag 


cgcatatctg 


gaaatttgga 


840 


ttctccagaa 


ggtggtttcg 


atgccatcat 


gcaagttgca 


gtttgtggat 


cactgattgg 


900 


ctggaggaat 


gttacacggc 


tgctggtgtt 


ttccacagat 


gccgggtttc 


actttgctgg 


960 


agatgggaaa 


cttggtggca 


ttgttttacc 


aaatgatgga 


caatgtcacc 


tggaaaataa 


1020 


tatgtacaca 


atgagccatt 


attatgatta 


tccttctatt 


gctcaccttg 


tccagaaact 


1080 


gagtgaaaat 


aatattcaga 


caatttttgc 


agttactgaa 


gaatttcagc 


ctgtttacaa 


1140 


ggagctgaaa 


aacttgatcc 


ctaagtcagc 


agtaggaaca 


ttatctgcaa 


attctagcaa 


1200 
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tcrtiaa.titicacr 


ttgatcattg 


atgcatacaa 


ttccctttcc 


tcagaagtca 


ttttggaaaa 


1260 


C g C cl cl 3. 1 1 9 


t c ag aagg ag 


taacaataag 


ttacaaatct 


tactgcaaga 


acqqqqtqaa 


1320 


t acTci a. c acroo 


gaaaatggaa 


gaaaatgttc 


caatatttcc 


attggagatg 


aggttcaatt 


1380 




ataacttcaa 


ataagtgtcc 


aaaaaaggat 


tctgacagct 


ttaaaattag 


1440 


acctctcraac 


tttacggagg 


aacrtacfaQQt 


tattcttcag 


tacatctgtg 


aatgtgaatg 


1500 


ccaaagcgaa 


cracatccctQ 


aaagtcccaa 


gtgtcatgaa 


qgaaatagga 


catttgagtg 


1560 


taaccrccrtcrc 


aQQtQcaatQ 


aaQCJQCcrtQt 


tggtagacat 


tgtgaatgca 


gcacagatga 


1620 


agttaacagt 


QaaQacatQQ 


atgcttactg 


caggaaagaa 


aacagttcag 


aaatctgcag 


1680 


taacaatacra 


aaQtcfCQtct 


gcggacagtg 


tqtttqtaqq 


aagagggata 


atacaaatga 


1740 


aatttattct 


cracaaattct 


gcgagtgtga 


taatttcaac 


tgtgatagat 


ccaatggctt 


1800 


aatttcrtcraa 


aaaaatcrotcr 


tttgcaagtg 


tCQtQtQtat 


gagtgcaacc 


ccaactacac 


1860 


t: era c a cr t CI c a 


tatoactatt 


ctttggatac 


tagtacttgt 


gaagccagca 


acggacagat 


1920 


ctcrcaataac 


cggggcatct 


acaaatcftaQ 


tgtctgtaag 


tgtacagatc 


cgaagtttca 


1980 


agggcaaacg 


tQtaacratQt 


gtcagacctg 


ccttggtgtc 


tqtqctqagc 


ataaagaatg 


2040 


tottcaatcfc 


agagccttca 


ataaaggaga 


aaagaaagac 


acatgcacac 


aggaatgttc 


2100 


ctattttaac 


attaccaagg 


tagaaagtcg 


ggacaaatta 


ccccagccgg 


tccaacctga 


2160 




cat tataaaa 


agaaggatgt 


tgacgactgt 


tggttctatt 


ttacgtattc 


2220 


C1.V* ^ J zj ij 


aacaacgagg 


tcatggttca 


tgttgtggag 


aatccagagt 


gtcccactgg 


2280 


tccaaacatc 


attccaattg 


taoctQQtQt 


qqttqctqqa 


attgttctta 


ttggccttgc 


2340 


attactQCto 


atatggaagc 


ttttaatgat 


aattcatgac 


agaagggagt 


ttgctaaatt 


2400 


taaaaaacraa 


aaaatgaatg 


ccaaatggga 


cacQQQtQaa 


aatcctattt 


ataagagtgc 


2460 


cgtaacaact 


gtggtcaatc 


cgaagtatga 


gggaaaatga 


gtactgcccg 


tgcaaatccc 


2520 


acaacactcra 


atgcaaagta 


gcaatttcca 


tagtcacagt 


taggtagctt 


tagggcaata 


2580 


i" t" cr c c a t cr a t 


tttactcata 


tgcaggtttt 


gaaaatgtac 


aatatgtata 


atttttaaaa 


2640 


t-attttatta 


ttttoaaaat 


aatgttgtaa 


ttcatgccag 


ggactgacaa 


aagacttgag 


2700 


a r* a dcra t" acT t 

n ^ ^ Z3 3 ^ z3 3 


tattcttatc 


age t aagg tc 


acattgtgcc 


tttttgacct 


tttcttcctg 


2760 


aac tat taaa 


atcaagctta 


ttggattaag 


tgatatttct 


atagcgattg 


aaagggcaat 


2820 


agttaaagta 


atgagcatga 


tgagagtttc 


tgttaatcat 


gtattaaaac 


tgatttttag 


O O O A 


ctttacatat 


gtcagtttgc 


agttatgcag 


aatccaaagt 


aaatgtcctg 


ctagctagtt 


2940 


aaggattgtt 


ttaaatctgt 


tattttgcta 


tttgcctgtt 


agacatgact 


gatgacatat 


3000 


ctgaaagaca 


agtatgttga 


gagttgctgg 


tgtaaaatac 


gtttgaaata 


gttgatctac 


3060 
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aaaggccatg ggaaaaattc 


agagagttag 


gaaggaaaaa 


ccaatagctt 


taaaacctgt 


3120 


gtgccatttt 


aagagttact 


taatgtttgg 


taacttttat 


gccttcactt 


tacaaattca 


3180 


agccttagat 


aaaagaaccg 


agcaattttc 


tgctaaaaag 


tccttgattt 


agcactattt 


3240 


acatacaggc 


catactttac 


aaagtatttg 


ctgaatgggg 


accttttgag 


ttgaatttat 


3300 


tttattattt 


ttattttgtt 


taatgtctgg 


tgctttctat 


cacctcttct 


aatcttttaa 


3360 


tgtatttgtt 


tgcaattttg 


gggtaagact 


tttttatgag 


tactttttct 


ttgaagtttt 


3420 


agcggtcaat 


ttgccttttt 


aatgaacatg 


tgaagttata 


ctgtggctat 


gcaacagctc 


3480 


tcacctacgc 


gagtcttact 


ttgagttagt 


gccataacag 


accactgtat 


gtttacttct 


3540 


caccatttga 


gttgcccatc 


ttgtttcaca 


ctagtcacat 


tcttgtttta 


agtgccttta 


3600 


gttttaacag 


ttca 
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<400> 8 
atgcctggga 


agatggtcgt 


gatccttgga 


gcctcaaata 


tactttggat 


aatgtttgca 


60 


gcttctcaag 


cttttaaaat 


cgagaccacc 


ccagaatcta 


gatatcttgc 


tcagattggt 


120 


gactccgtct 


cattgacttg 


cagcaccaca 


ggctgtgagt 


ccccattttt 


ctcttggaga 


180 


acccagatag 


atagtccact 


gaatgggaag 


gtgacgaatg 


a?9?9accac 

J ^ ^ mJ 


atctacgctg 


240 


acaatgaatc 


ctgttagttt 


tqggaacgaa 


cactcttacc 


tgtgcacagc 


aacttgtgaa 


300 


tctaggaaat 


tggaaaaagg 


aatccaggtg 


gagatctact 


cttttcctaa 


ggatccagag 


360 


attcatttga 


gtggccctct 


ggag^ctggg 


aagccgatca 


cagtcaagtg 


ttcagttgct 


420 


gatgtatacc 


catttgacag 


gctggagata 


gacttactga 


aaggagatca 


tctcatgaag 


480 


agtcaggaat 


ttctggagga 


tgcagacagg 


aagtccctgg 


aaaccaagag 


tttggaagta 


540 


acctttactc 


ctgtcattga 


ggatattgga 


aaagttcttg 


tttgccgagc 


taaattacac 


600 


attgatgaaa 


tggattctgt 


gcccacagta 


aggcaggctg 


taaaagaatt 


gcaagtctac 


660 


atatcaccca 


agaatacagt 


tatttctgtg 


aatccatcca 


caaagctgca 


agaaggtggc 


720 


tctgtgacca 


tgacctgttc 


cagcgagggt 


ctaccagctc 


cagagatttt 


ctggagtaag 


780 


aaattagata 


atgggaatct 


acagcacctt 


tctggaaatg 


caactctcac 


cttaattgct 


840 


atgaggatgg 


aagattctgg 


aatttatgtg 


tgtgaaggag 


cuaaccugac 


ugggaaaaac 


on A 


agaaaagagg 


tggaattaat 


tgttcaagag 


aaaccattta 


ctgttgagat 


ctcccctgga 


960 


ccccggattg 


ctgctcagat 


tggagactca 


gtcatgttga 


catgtagtgt 


catgggctgt 


1020 


gaatccccat 


ctttctcctg 


gagaacccag 


atagacagcc 


ctctgagcgg 


gaaggtgagg 


1080 
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aqtQacrQQQa 


ccaattccac 


gctgaccctg 


agccctgtga 


gttttgagaa 


cgaacactct 


1140 


tatctgtgca 


cagtgacttg 


tggacataag 


aaactggaaa 


agggaatcca 


ggtggagctc 


1200 


tactcattcc 


ctagagatcc 


agaaatcgag 


atgagtggtg 


gcctcgtgaa 


tgggagctct 


1260 


gtcactgtaa 


gctgcaaggt 


tcctagcgtg 


tacccccttg 


accggctgga 


gattgaatta 


1320 


CttaaQQQQQ 


agactattct 


ggagaatata 


gagtttttgg 


aggatacgga 


tatgaaatct 


1380 


ctagagaaca 


aaagtttgga 


aatgaccttc 


atccctacca 


ttgaagatac 


tggaaaagct 


1440 


cttgtttgtc 


aggctaagtt 


acatattgat 


gacatggaat 


tcgaacccaa 


acaaaggcag 


1500 


agtacgcaaa 


cactttatgt 


caatgttgcc 


cccagagata 


caaccgtctt 


ggtcagccct 


1560 


tcctccatcc 


tggaggaagg 


cagttctgtg 


aatatgacat 


gcttgagcca 


gggctttcct 


1620 


gctccgaaaa 


tcctqtqgag 


caggcagctc 


cctaacgggg 


agctacagcc 


tctttctgag 


1680 


aatgcaactc 


tcaccttaat 


ttctacaaaa 


atggaagatt 


ctggggttta 


tttatgtgaa 


1740 


ggaattaacc 


aQQCtggaag 


aagcagaaag 


gaagtggaat 


taattatcca 


agttactcca 


1800 


aaagacataa 


aacttacagc 


ttttccttct 


gagagtgtca 


aagaaggaga 


cactgtcatc 


1860 


atctcttgta 


catgtggaaa 


tgttccagaa 


acatggataa 


tcctgaagaa 


aaaagcggag 


1920 


acaggagaca 


cagtactaaa 


atctatagat 


ggcgcctata 


ccatccgaaa 


ggcccagttg 


1980 


aaggatgcgg 


gagtatatga 


atgtgaatct 


aaaaacaaag 


ttggctcaca 


attaagaagt 


2040 


ttaacacttg 


atgttcaagg 


aagagaaaac 


aacaaagact 


atttttctcc 


tgagcttctc 


2100 


gtgctctatt 


ttgcatcctc 


cttaataata 


cctgccattg 


gaatgataat 


ttactttgca 


2160 


agaaaagcca 


acatgaaggg 


gtcatatagt 


cttgtagaag 


cacagaaatc 


aaaagtgtag 


2220 
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<211> 7680 

<212> DNA 

<213> Homo sapiens 












<400> 9 
gaagagcaag 


aggcaggctc 


agcaaatggt 


tcagccccag 


tccccggtgg 


ctgtcagtca 


60 


aagcaagccc ggttgttatg 


acaatggaaa 


acactatcag 


ataaatcaac 


agtgggagcg 


120 


gacctaccta ggtaatgtgt 


tggtttgtac 


ttgttatgga 


ggaagccgag 


gttttaactg 


180 


cgaaagtaaa 


cctgaagctg 


aagagacttg 


ctttgacaag 


tacactggga 


acacttaccg 


240 


agtgggtgac 


acttatgagc 


gtcctaaaga 


ctccatgatc 


tgggactgta 


cctgcatcgg 


300 


ggctgggcga gggagaataa 


gctgtaccat 


cgcaaaccgc 


ugccaugaag 


yySy^cagtc 


J o u 


ctacaagatt 


ggtgacacct 


ggaggagacc 


acatgagact 


ggtggttaca 


tgttagagtg 


420 


tgtgtgtctt 


ggtaatggaa 


aaggagaatg 


gacctgcaag 


cccatagctg 


agaagtgttt 


480 


tgatcatgct 


gctgggactt 


cctatgtggt 


cggagaaacg 


tgggagaagc 


cctaccaagg 


540 
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gtagattgta 


cttQCCtQcrq 


agaaggcagc 


ggacgcatca 


cttgcacttc 


600 


\m V* 'b* %^ 


tgcaacgatc 


aggacacaag 


gacatcctat 


agaa 1 1 ggag 


acacctggag 


660 




aa t cgaggaa 


acctgctcca 


gtgcatctgc 


acaggcaacg 


QCCcraQcracra 


720 


y 1.1. 


gagaggcaca 


cctctgtgca 


gaccacatcg 


aqcqqatctQ 


gccccttcac 


780 


C9atc[ttC9t 


gcagctgttt 


accaaccgca 


gcctcacccc 


cagcctcctc 


cctatggcca 


840 


ctgtgtcaca 


QacaQtQQtQ 


tggtctactc 


tgtggggatg 


cagtggttga 


agacacaagg 


900 


aaatzaagcaa 


atgctttgca 


CQtQCCtQQQ 


caacqcraqtc 


agctgccaag 


agacagctgt 


960 


aacccagact 


tacggtggca 


acttaaatgg 


agagccatgt 


gtcttaccat 


tcacctacaa 


1020 




ttctactcct 

«Mt \^ Vi» W *A >wf Itai' W 


gcaccacgga 


aaQQCQacacr 


gacggacatc 


tttggtgcag 


1080 


cacaacttca 


aattatgagc 


aggac c agaa 


atactctttc 


tgcacagacc 


acactgtttt 


1140 


aattcacract; 


caaggaggaa 


attccaatgg 


tgccttgtgc 


cacttcccct 


tcctatacaa 


1200 


caaccacaat 


tacactgatt 


gcacttctga 


aqqcaaaaQa 


gacaacatga 


dQtggtgtQg 


1260 


cfaccacacag 


aactatgatg 


ccgaccagaa 


qtttqqqttc 


tgccccatgg 


ctgcccacga 


1320 


gofaaatctgc 


acaaccaatg 


aaggggtcat 


gtaccgcatt 


qqaqatcaot 


gggataagca 


1380 


acataacata 


ggtcacatga 


tgaggtgcac 


qtqtqttqQq 


aatQQtcqtq 


qqaaataqac 


1440 


atgcattgcc 


tactcgcaac 


ttcgagatca 


gtgcattgt t 


gatgacatca 


cttacaatgt 


1500 


gaacgacaca 


ttccacaagc 


gtcatgaaga 


ggggcacatg 


ctgaactgta 


catgcttcgg 


1560 




QQCB.CIQt.QQ 3. 


agtgtgatcc 


cgtcgaccaa 


tgccaggatt 


cagagactgg 


1620 


gacgttttat 


caaattggag 


attcatggga 


gaagtatgtg 


catggtgtca 


gataccagtg 


1680 


c tac tact at: 


QQCccrtcfcrca 


t tOQacracrt cr 


gcattgccaa 


cctttacaga 


cctatccaag 


1740 


etc aaa t ao t 


cctgtcgaag 


tatttatcac 


tgagactccg 


agtcagccca 


actcccaccc 


1800 


catccaataa 


aatacaccac 


agccatctca 


catttccaag 


tacattctca 


QQ t QoaQac c 
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1860 


taaaaattct 


atacraccatt 


ggaaggaagc 


taccatacca 


ggccacttaa 


actcctacac 


1920 


catcaaacrac 


ctgaagcctg 


gtgtggtata 


cqaqqqccaq 


ctcatcagca 


tccagcagta 


1980 


cggccaccaa 


gaagtgactc 


gctttgactt 


caccaccacc 


agcaccagca 


cacctgtgac 


2040 


cagcaacacc 


QtciacacfQaci 


agacgactcc 


ct tt tctcct 


cttgtggcca 


cttctgaatc 


2100 


tataaccoaa 


atcacagcca 


gtagctttgt 


ggtctcc tgg 


gtctcagctt 


ccgacaccgt 


2160 


gtcgggattc 


cgggtggaat 


a t gage t gag 


tgaggaggga 


gatgagccac 


agtacctgga 


2220 


tcttccaagc 


acagccactt 


ctgtgaacat 


ccctgacctg 


cttcctggcc 


gaaaatacat 


2280 


tgtaaatgtc 


tatcagatat 


ctgaggatgg 


ggagcagagt 


ttgatcctgt 


ctacttcaca 


2340 


aacaacagcg 


cctgatgccc 


ctcctgaccc 


gactgtggac 


caagttgatg 


acacctcaat 


2400 
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tgttgttcgc 


tggagcagac 


cccaggctcc 


catcacaggg 


tacagaatag 


tctattcgcc 


2460 


atcagtagaa 


ggtagcagca 


cagaactcaa 


ccttcctgaa 


actgcaaact 


ccgtcaccct 


2520 


cagtgacttg 


caacctggtg 


ttcagtataa 


catcactatc 


tatgctgtgg 


aagaaaatca 


2580 


agaaagtaca 


cctgttgtca 


ttcaacaaga 


aaccactggc 


accccacgct 


cagatacagt 


2640 


gccctctccc 


^gggcicctgc 


agtttgtgga 


agtgacagac 


gtgaaggtca 


ccatcatgtg 


2700 


gacaccgcct 


gagaqtgcag 


tgaccggcta 


ccgtgtggat 


gtgatccccg 


tcaacctgcc 


2760 


tQQCQacrcac 


qqqcaqaqqc 

3«33 ^ 3^ 


tgcccatcag 


caggaacacc 


tttgcagaag 


tcaccgggct 


2820 


QtCCCCtQQQ 


gtcacctatt 


acttcaaagt 


ctttgcagtg 


agccatggga 

3 3 3 -J 


gggagagcaa 


2880 


gcctctgact 


gctcaacaga 


caaccaaact 


ggatgctccc 


actaacctcc 


agtttgtcaa 


2940 


tgaaactgat 


tctactgtcc 


tggtgagatg 


gactccacct 


cgggcccaga 


taacaggata 


3000 


ccgactgacc 


gtgggcctta 


cccgaagagg 


ccagcccagg 


cagtacaatg 


tgggtccctc 


3060 


tgtctccaag 


taccccctga 


ggaatctgca 


gcctgcatct 


gagtacaccg 


tatccctcgt 


3120 


qqccataaaq 


ggcaaccaag 


agagccccaa 


agccactgga 


gtctttacca 


cactgcagcc 


3180 


tQcrcraQCtct 


attccacctt 


acaacaccga 


ggtgactgag 

3 3 1^ 3 mJ 


accaccatcg 


tgatcacatg 


3240 


gacgcctgct 


ccaagaattg 


gttttaagct 


gggtgtacga 


ccaagccagg 


gaggagaggc 


3300 


accacgagaa 


gtgacttcag 


actcaggaag 


catcgttgtg 


tccggcttga 


ctccaggagt 


3360 


agaatacgtc 


tacaccatcc 


aagtcctgag 


agatggacag 


gaaagagatg 


cgccaattgt 


3420 


aaacaaagtg 


gtgacaccat 


tgtctccacc 


aacaaacttg 


catctggagg 


caaaccctga 


3480 


cactQQagtQ 


ctcacagtct 


cctgggagag 


gagcaccacc 


ccagacatta 


ctggttatag 


3540 


aattaccaca 


acccctacaa 


acggccagca 


gggaaattct 


ttggaagaag 


tggtccatgc 


3600 


tgatcagagc 


tcctgcactt 


ttgataacct 


gagtcccgqc 


ctggagtaca 


atgtcagtgt 


3660 


ttacactgtc 


aaggatgaca 


aggaaagtgt 


ccctatctct 


gataccatca 


tcccagctgt 


3720 


tcctcctccc 


actgacctgc 


gattcaccaa 


cattggtcca 


gacaccatgc 


gtgtcacctg 


3780 


ggctccaccc 


ccatccattg 


atttaaccaa 


cttcctggtg 


cgttactcac 


ctgtgaaaaa 


3840 


tgaggaagat 


qttgcagagt 


tgtcaatttc 


tccttcagac 


aatgcagtgg 


tcttaacaaa 


3900 


tctcctgcct 


ggtacagaat 


atqtaqtgaq 


tgtctccagt 


gtctacgaac 


aacatgagag 


3960 


cacacctctt 


agaggaagac 


agaaaacagg 


tcttgattcc 


ccaactggca 


ttgacttttc 


4020 


tgatattact 


gccaactctt 


ttactgtgca 


ctggattgct 


cctcgagcca 


ccatcactgg 


4080 


ctacaggatc 


cgccatcatc 


ccgagcactt 


cagtgggaga 


cctcgagaag 


atcgggtgcc 


4140 


ccactctcgg 


aattccatca 


ccctcaccaa 


cctcactcca 


ggcacagagt 


atgtggtcag 


4200 


catcgttgct 


cttaatggca 


gagaggaaag 


tcccttattg 


attggccaac 


aatcaacagt 


4260 



ttctaatatt 




tQQaaattQt 

**33 3 3 


tqctqcqacc 


cccaccagcc 


tactgatcag 


4320 


ctaaaatQCt 


cctgctgtca 


cagtgagata 


ttacaggatc 


acttacggag 


aaacaggagg 


4380 


aaatagccct 


QtccaQoaQt 


tcactgtgcc 


tgggagcaag 


tctacagcta 


ccatcagcgg 


4440 


cct^tiaaacct 


aaaattaatt 


ataccatcac 


tgtgtatgct 


gtcactggcc 


gtggagacag 


4500 


ccccgcaagc 


agcaagccaa 


tttccattaa 


ttaccgaaca 


gaaattgaca 


aaccatccca 


4560 




accgatgttc 


aggacaacag 


cattagtgtc 


aagtggctgc 


cttcaagttc 


4620 


ccc tat tact 


crattacaaaa 


taaccaccac 


tcccaaaaat 


ggaccaggac 


caacaaaaac 


4680 


taaaactaca 

Q#A W*. ^ 


ggtccagatc 


aaacagaaat 


gactattgaa 


gqcttqcagc 


ccacagtgga 


4740 


gtatgtggtt 


agtgtctatg 


ctcagaatcc 


aagcqqaqaq 


agtcagcctc 


tggttcagac 


4800 


tgcagtaacc 


aacattgatc 


gccctaaagg 


actggcattc 


actgatgtgg 


atgtcgattc 


4860 


catcaaaatt 


gcttgggaaa 


qcccacaaqq 


gcaagtttcc 


aggtacaggg 


tgacctactc 


4920 


aaaccctcraci 


gatggaatcc 


atgagctatt 


ccctgcacct 


qatggtgaag 


aagacactgc 


4980 


aaaactacaa 


aacctcaoac 


caaattctqa 

*^333^*'^*'3'^ 


gtacacagtc 


aqtgtggttg 


ccttgcacga 


5040 


taatatcroacT 


agccagcccc 


tgattggaac 


ccagtccaca 


gctattcctg 


caccaactga 


5100 


cctaaaottc 


actcaggtca 


cacccacaag 


cctgagcgcc 


cagtggacac 


cacccaatgt 


5160 


tcagctcact 


crqatatcQacr 


tqcqqqtqac 


ccccaaggag 


aagaccggac 


caatgaaaga 


5220 


aatcaacctt 


gctcctgaca 


gctcatccgt 


ggttgtatca 


ggacttatgg 


tggccaccaa 


5280 


atatgaagtg 


agtgtctatg 


ctcttaagga 


cactttgaca 


agcagaccag 


ctcagggtgt 


5340 


tatcaccact 


c t aaaoaa t cf 


tcagcccacc 


aaqaaqqqct 

w%^p« ZD *^*^ZD Z# ^3 


cgtgtgacag 


atgctactga 


5400 


oaccaccatc 


accattagct 


ggagaaccaa 


gactgagacg 


atcactggct 


tccaagttga 


5460 




crccaatcrcrcc 


agactccaat 


ccagagaacc 


atcaagccag 


atgtcagaag 


5520 


ctacaccatc 


acacTQtttac 


aaccaggcac 


tqactacaag 


atctacctgt 


acaccttgaa 


5580 


tgacaatgct 


cggagctccc 


ctgtggtcat 


cgacgcctcc 


actgccattg 


atgcaccatc 


5640 


caacctacat 


ttcctggcca 


ccacacccaa 


ttccttgctg 


gtatcatggc 


agccgccacg 


5700 


taccaacratt 


accggctaca 


tcatcaagta 


tgagaagcct 


gggtctcctc 


ccagagaagt 


5760 




c cccaccc tcf 


gtgtcacaga 


ggctactatt 


actggcctgq 


aaccgggaac 


5820 


caaatataca 


atttatgtca 


ttgccctgaa 


gaataatcag 


aagagcgagc 


ccctgattgg 


5880 


aaggaaaaag 


acagacgagc 


ttccccaact 


ggtaaccctt 


ccacacccca 


atcttcatgg 




accagagatc 


ttggatgttc 


cttccacagt 


tcaaaagacc 


cctttcgtca 


cccaccctgg 


6000 


gtatgacact 


ggaaatggta 


ttcagcttcc 


tggcacttct 


ggtcagcaac 


ccagtgttgg 


6060 


gcaacaaatg 


atctttgagg 


aacatggttt 


taggcggacc 


acaccgccca 


caacggccac 


6120 



ccccataacra 


c a t aacr c: c aa 


gaccataccc 


gccgaat^gta 


ggacaagaag 


ctctctctca 


6180 


ga.cH3>ccdtc 


tcatgggccc 


cattccagga 


cacttctgag 


tacatcattt 


catgtcatcc 


6240 


t a t ti Of Of c a. c t 


gatgaagaac 


ccttacagtt 


cagggttcct 


ggaacttcta 


ccagtgccac 


6300 


tctaacaacrc 


ctcaccaaacT 


gtgccaccta 


caacatcata 


QtQcraacrcac 


tgaaagacca 


6360 


crc ao a era c a t 


ci«yy u uwyyy 


aaoaoottat 


taccgtgggc 


aactctgtca 


acgaaggctt 


6420 




accfaatcract 


catactttcra 


cccctacaca 


gtttcccatt 


ataccQttqq 


6480 




aaacaaatat 


ctgaatcagg 


ctttaaactg 


ttgtgccagt 


Qcttaaqctt 


6540 


ciciy »-yy 


catttcagat 


gtgattcatc 


tagatggtgc 


catgacaatg 


gtgtgaacta 


6600 




aaaaaQtQQQ 


acCQtcaqqq 


agaaaatggc 


cagatgatga 


gctgcacatg 


6660 




QQaaaacTcraQ 


aattcaagtg 


tgaccctcat 


gaggcaacgt 


gttacgatga 


6720 


^y y y ^*"*y ^* » ^* 


taccacatacr 


craaaacaQtQ 


QcaQaaQcraa 


tatctcggtg 


ccatttgctc 


6780 


r't'crpacatac 

^ L.y ci vA ^ 


t tit acaaacc 


»y v-yyyy^ ^y 


crcQctatQac 

y>-y *-y 


aactgccgca 


qac Ct qqqqq 


6840 


^y ciciiWW«\.'C3Ly i« 


c c c cr a aaci C! a 


ctactaocca 


gtcctacaac 


cagtattctc 


agagatacca 


6900 


^r*acracraapa 


aacac taatQ 


ttaattgccc 


aattgagtgc 


ttcatgcctt 


tagatgtaca 


6960 


crcfp oa c acf a 

y y ^ ia>y ciw ciy a 


ciaacrattccc 


gagagtaaat 


catctttcca 


atccagagga 


acaagcatgt 


7020 


etc tctacca 


agatccatct 


aaactggagt 


gatgttagca 


gacccagctt 


agagttcttc 


7080 


tttctttctt 


aaaccc t tta 


ctctggagga 


agt tctccag 


cttcagctca 


actcacagct 


7140 


t t" rr* ;9 ^5 CTP ^ 

L.^a«V^CLCiy^Cl 


t" r* a p p p t crcra 
u> w a w w v> ^y y y 


aQt t t cctaa 


gggt t t tCtC 


ataaatgagg 


gctgcacatt 


7200 


y ^y «irV«> i^y 


pt tccraacrta 


ttcaatacccr 


ctcagtattt 


taaatgaagt 


gattctaaga 


7260 


tttacrtttaa 
L. u L.yy Ik u v«y y 


aatpaataoo 


aaaacatata 


cagccaacca 


agatgcaaat 


gttttgaaat 


7320 


era ha taacca 


aaattttaacf 


taggaaagtc 


acccaaacac 


ttctgctttc 


acttaagtgt 


7380 


ctaocccaccL 


atactgtagg 


aacaagcatg 


atcttgttac 


tgtgatattt 


taaatatcca 


7440 


cagtactcac 


tttttccaaa 


tgatcctagt 


aattgcctag 


aaatatcttt 


ctcttacctg 


'tCf\f\ 

7duU 


ttatttatca 


atttttccca 


gtatttttat 


acggaaaaaa 


ttgtattgaa 


aacacttagt 


7560 


atgcagttga 


taagaggaat 


ttggtataat 


tatggtgggt 


gattattttt 


tatactgtat 


7620 


gtgccaaagc 


tttactactg 


tggaaagaca 


actgttttaa 


taaaagattt 


acattccaca 


7680 



<210> 10 

<211> 161 

<212> PRT 

<213> Homo sapiens 



-33- 



<400> 10 



lie Val Thr Cys Gly His Arg Trp Lys Asn lie Phe Tyr lie Lys Asn 
15 10 15 



Glu Asn Lys Leu Pro Thr Gly Gly Cys Tyr Gly Val Pro Pro Asp Leu 
20 25 30 



Arg Thr Glu Leu Ser Lys Arg lie Ala Pro Cys Tyr Gin Asp Tyr Val 
35 40 45 



Lys Lys Phe Gly Glu Asn Phe Ala Ser Cys Gin Ala Gly lie Ser Ser 
50 55 60 



Phe Tyr Thr Lys Asp Leu lie Val Met Gly Ala Pro Gly Ser Ser Tyr 
65 70 75 80 



Trp Thr Gly Ser Leu Phe Val Tyr Asn lie Thr Thr Asn Lys Tyr Lys 
85 90 95 



Ala Phe Leu Asp Lys Gin Asn Gin Val Lys Phe Gly Ser Tyr Leu Gly 
100 105 110 



Tyr Ser Val Gly Ala Gly His Phe Arg Ser Gin His Thr Thr Glu Val 
115 120 125 



Val Gly Gly Ala Pro Gin His Glu Gin He Gly Lys Ala Tyr He Phe 
130 135 140 



Ser He Asp Glu Lys Glu Leu Asn He Leu His Glu Met Lys Gly Lys 
145 150 155 160 



Lys 



<210> 11 

<211> 20 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Gly His Arg Trp Lys Asn He Phe Tyr He Lys Asn Glu Asn Lys Leu 
15 10 15 



Pro Thr Gly Gly 
20 



-34- 



<210> 12 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Tyr Gin Asp Tyr Val Lys Lys Phe Gly Glu Asn Phe Ala Ser 
15 10 



<210> 13 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Ser Tyr Trp Thr Gly Ser 
1 5 



<210> 14 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 14 



Gly Gly Ala Pro Gin His Glu Gin lie Gly Lys 
15 10 



<210> 15 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Arg Thr Gin lie Asp Ser Pro Leu Asn Gly 
15 10 



<210> 16 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Arg Thr Gin lie Asp Ser Pro Leu Ser Gly 
15 10 



<210> 17 

<211> 4 

<212> PRT 

<213> Homo sapiens 



-35- 



<400> 17 

Lys Leu Glu Lys 
1 



<210> 18 

<211> 130 

<212> PRT 

<213> Homo sapiens 

<400> 18 



Ser Glu Pro Leu lie Gly Arg Lys Lys Thr Asp Glu Leu Pro Gin Leu 
15 10 15 



Val Thr Leu Pro His Pro Asn Leu His Gly Pro Glu lie Leu Asp Val 
20 25 30 



Pro Ser Thr Val Gin Lys Thr Pro Phe Val Thr His Pro Gly Tyr Asp 
35 40 45 



Thr Gly Asn Gly lie Gin Leu Pro Gly Thr Ser Gly Gin Gin Pro Ser 
50 55 60 



Val Gly Gin Gin Met He Phe Glu Glu His Gly Phe Arg Arg Thr Thr 
65 70 75 80 



Pro Pro Thr Thr Ala Thr Pro He Arg His Arg Pro Arg Pro Tyr Pro 
85 90 95 



Pro Asn Val Gly Glu Glu He Gin He Gly His He Pro Arg Glu Asp 
100 105 110 



Val Asp Tyr His Leu Tyr Pro His Gly Pro Gly Leu Asn Pro Asn Ala 
115 120 125 



Ser Thr 
130 



<210> 19 

<211> 3 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Leu Asp Val 
1 



-36- 



<210> 20 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Arg Glu Asp Val 
1 



<210> 21 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 21 

lie Asp Ala Pro Ser 
1 5 



<210> 22 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Glu lie Leu Asp Val Pro Ser Thr 
1 5 



<210> 23 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Asp Glu Leu Pro Gin Leu Val Thr Leu Pro His Pro Asn Leu His Gly 
15 10 15 



Pro Glu lie Leu Asp Val Pro Ser Thr 
20 25 



<210> 24 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 24 

His Gly Pro Glu lie Leu Asp Val Pro Ser Thr 
15 10 



-37- 



<210> 25 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 25 

Glu lie Leu Asp Val 
1 5 



<210> 26 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Leu Asp Val Pro 
1 



<210> 27 

<211> 3 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Leu Asp Val 
1 



<210> 28 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 28 

lie Asp Ala Pro 
1 



<210> 29 

<211> 3 

<212> PRT 

<213> Homo sapiens 

<400> 29 

Arg Asp Val 
1 



<210> 30 

<211> 8 

<212> PRT 

<213> Homo sapiens 



<400> 30 



Gly Pro Glu 
1 



Tyr Leu Asp Val Pro 
5 



<210> 31 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

< 2 2 1 > mis c_f ea ture 

<222> (1) . . (1) 

<223> Xaa can be any naturally occurring amino acid 
<220> 

<221> misc_feature 

<222> (3).. (3) 

<223> Xaa can be any naturally occurring amino acid 

<400> 31 

Xaa Cys Xaa Pro Cys 
1 5 



<210> 32 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Arg Cys Asp Pro Cys 
1 5 



<210> 33 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 33 

Cys Trp Leu Asp Val Cys 
1 5 



<210> 34 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Tyr Cys Ala Pro Cys 
1 5 



09- 



<210> 35 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 35 

Tyr Cys Asp Pro Cys 
1 5 



<210> 36 

<211> 4 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (3).. (3) 

<223> D-Phe 

<400> 36 

Cys Asp Phe Cys 
1 



<210> 37 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (4).. (4) 

<223> ThioP 

<400> 37 

Arg Cys Asp Pro Cys 
1 5 



<210> 38 

<211> 5 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (4).. (4) 

<223> ThioP 

<400> 38 



Arg Cys Asp Pro Cys 
1 5 



<210> 39 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 39 

Glu Gly Tyr Tyr Gly Asn Tyr Gly Val Tyr Ala 
15 10 



<210> 40 
<211> 5 
<212> PRT 



<213> Homo sapiens 



<220> 

< 2 2 1 > mi s c_f ea t ur e 

<222> (1)..(1) 

<223> Xaa can be any naturally occurring amino acid 

<400> 40 

Xaa Cys Asp Pro Cys 
1 5 



<210> 41 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 41 

Cys Gly Arg Gly Asp Ser Pro Cys 
1 5 



<210> 42 

<211> 67 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Asn Ser Val His Pro Cys Cys Asp Pro Val Thr Cys Glu Pro Arg Glu 
15 10 15 



Gly Glu His Cys lie Ser Gly Pro Cys Cys Arg Asn Cys Lys Phe Leu 
20 25 30 

Asn Ala Gly Thr lie Cys Lys Arg Ala Met Leu Asp Gly Leu Asn Asp 
35 40 45 



-41- 



Tyr Cys Thr Gly Lys Ser Ser Asp Cys Pro Arg Asn Arg Tyr Lys Gly 
50 55 60 



Lys Glu Asp 
65 



<210> 43 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Met Leu Asp Gly 
1 



<210> 44 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Arg Thr Gin lie Asp Ser Pro Leu Asn 
1 5 



<210> 45 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 45 

Thr Gin lie Asp Ser Pro 
1 5 



<210> 46 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Gin lie Asp Ser 
1 



<210> 47 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 47 

lie Asp Ser Pro 
1 



-42- 



<210> 48 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Lys Leu Glu Lys 
1 



<210> 49 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 49 

Gly Pro Glu Tyr Leu Asp Val Pro 
1 5 



<210> 50 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 50 



Leu Asp Val Pro 
1 



<210> 51 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 51 

lie Leu Asp Val 
1 



<210> 


52 


<400> 


52 


000 




<210> 


53 


<400> 


53 


000 




<210> 


54 


<211> 


52 


<212> 


PRT 


<213> 


Homo 



sapiens 



-43- 



<400> 54 



Tyr Asn Val Asp Thr Glu Ser Ala Leu Leu Tyr Gin Gly Pro His Asn 
15 10 15 



Thr lie Phe Gly Tyr Ser Val Val Leu His Ser His Gly Ala Asn Arg 
20 25 30 



Trp Leu Leu Val Gly Ala Pro Thr Ala Asn Trp Leu Ala Asn Ala Ser 
35 40 45 



Val lie Asn Pro 
50 



<210> 55 

<211> 60 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Gly Arg Pro Tyr Asn Val Asp Thr Glu Ser Ala Leu Leu Tyr Gin Gly 
15 10 15 

Pro His Asn Thr Leu Phe Gly Tyr Ser Val Val Leu His Ser His Gly 
20 25 30 



Ala Asn Arg Trp Leu Leu Val Gly Ala Pro Thr Ala Asn Trp Leu Ala 
35 40 45 



Asn Ala Ser Val lie Asn Pro Gly Ala lie Tyr Arg 
50 55 60 



<210> 56 

<211> 74 

<212> PRT 

<213> Homo sapiens 

<400> 56 

Gly Val Pro Thr Gly Arg Pro Tyr Asn Val Asp Thr Glu Ser Ala Leu 
15 10 15 



Leu Tyr Gin Gly Pro His Asn Thr Leu Phe Gly Tyr Ser Val Val Leu 
20 25 30 



His Ser His Gly Ala Asn Arg Trp Leu Leu Val Gly Ala Pro Thr Ala 
35 40 45 



-44- 



Asn Trp Leu Ala Asn Ala Ser Val lie Asn Pro Gly Ala lie Tyr Arg 
50 55 60 



Cys Arg lie Gly Lys Asn Pro Gly Gin Thr 
65 70 



<210> 57 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 57 

lie Val Thr Cys Gly His Arg Trp Lys Asn lie Phe Tyr lie Lys Asn 
15 10 15 

Glu Asn Lys Leu Pro Thr Gly Gly Cys Tyr Gly 
20 25 



<210> 58 

<211> 34 

<212> PRT 

<213> Homo sapiens 

<400> 58 

Gly His Arg Trp Lys Asn lie Phe Tyr lie Lys Asn Glu Asn Lys Leu 
15 10 15 



Pro Thr Gly Gly Cys Tyr Gly Val Pro Pro Asp Leu Arg Thr Glu Leu 
20 25 30 



Ser Lys 



<210> 59 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<400> 59 

Ala Pro Cys Tyr Gin Asp Tyr Val Lys Lys Phe Gly Glu Asn Phe Ala 
15 10 15 



Ser 



-45- 



<210> 60 

<211> 28 

<212> PRT 

<213> Homo sapiens 

<400> 60 

Cys Tyr Gin Asp Tyr Val Lys Lys Phe Gly Glu Asn Phe Ala Ser Cys 
15 10 15 



Gin Ala Gly lie Ser Ser Phe Tyr Thr Lys Asp Leu 
20 25 



<210> 61 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 61 

Gly Ser Ser Tyr Trp Thr Gly Ser Leu Phe Val Tyr Asn lie 
15 10 



<210> 62 

<211> 20 

<212> PRT 

<213> Homo sapiens 

<400> 62 

Arg Ser Gin His Thr Thr Glu Val Val Gly Gly Ala Pro Gin His Glu 
15 10 15 



Gin lie Gly Lys 
20 



<210> 63 

<211> 22 

<212> PRT 

<213> Homo sapiens 

<400> 63 

Gly Gly Ala Pro Gin His Glu Gin lie Gly Lys Ala Tyr lie Phe Ser 
15 10 15 



lie Asp Glu Lys Glu Leu 
20 



-46- 



<210> 64 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 64 

Gly Gly Ala Pro Gin His Glu Gin He Gly Lys Ala 
15 10 



<210> 65 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 65 

Trp Arg Thr Gin He Asp Ser Pro Leu Asn Gly Lys 
15 10 



<210> 66 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 66 

Ser Trp Arg Thr Gin He Asp Ser Pro Leu Asn Gly Lys Val 
15 10 



<210> 67 

<211> 15 

<212> PRT 

<213> Homo sapiens 

<400> 67 

Ser Trp Arg Thr Gin He Asp Ser Pro Leu Asn Gly Lys Val Thr 
15 10 15 



<210> 68 

<211> 20 

<212> PRT 

<213> Homo sapiens 

<400> 68 

Pro Phe Phe Ser Trp Arg Thr Gin He Asp Ser Pro Leu Asn Gly Lys 
15 10 15 



Val Thr Asn Glu 
20 



-47- 



<210> 69 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 69 

Ser Arg Lys Leu Glu Lys Gly lie 
1 5 



<210> 70 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Cys Glu Ser Arg Lys Leu Glu Lys Gly lie Gin Val 
15 10 



<210> 71 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 71 

Ala Thr Cys Glu Ser Arg Lys Leu Glu Lys Gly lie Gin Val Glu lie 
15 10 15 



<210> 72 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 72 

Leu Cys Thr Ala Thr Cys Glu Ser Arg Lys Leu Glu Lys Gly lie Gin 
15 10 15 



Val Glu lie Tyr Ser Phe Pro Lys Asp Pro Glu 
20 25 



<210> 73 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 73 

Gly His Lys Lys Leu Glu Lys Gly lie Gin Val Glu Leu 
15 10 



-48- 



<210> 74 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 74 

Val Thr Cys Gly His Lys Lys Leu Glu Lys Gly He 
15 10 



<210> 75 

<211> 23 

<212> PRT 

<213> Homo sapiens 

<400> 75 

Thr Cys Gly His Lys Lys Leu Glu Lys Gly He Gin Val Glu Leu Tyr 
15 10 15 



Ser Phe Pro Arg Asp Pro Glu 
20 



<210> 76 

<211> 24 

<212> PRT 

<213> Homo sapiens 

<400> 76 

Pro Val Ser Phe Glu Asn Glu His Ser Tyr Leu Cys Thr Val Thr Cys 
15 10 15 



Gly His Lys Lys Leu Glu Lys Gly 
20 



<210> 77 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 77 

Arg Thr Gin He Asp Ser Pro Leu Ser Gly Lys 
15 10 

<210> 78 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 78 

Phe Ser Trp Arg Thr Gin He Asp Ser Pro Leu Ser Gly Lys Val Arg 
15 10 15 



-49- 



<210> 79 

<211> 18 

<212> PRT 

<213> Homo sapiens 

<400> 79 

Glu Ser Pro Ser Phe Trp Trp Arg Thr Gin lie Asp Ser Pro Leu Ser 
15 10 15 



Gly Lys 



<210> 80 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 80 

Thr Ala lie Asp Ala Pro Ser Asn Leu Arg Asp Ala Ser 
15 10 



<210> 81 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 81 

Thr Ala lie Asp Ala Pro Ser Asn Leu Arg Phe Leu Ala Thr Thr Pro 
15 10 15 



<210> 82 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<400> 82 

Arg Ser Ser Pro Val Val lie Asp Ala Ser Thr Ala lie Asp Ala Pro 
15 10 15 



Ser 



<210> 83 

<211> 19 

<212> PRT 

<213> Homo sapiens 



-50- 



<400> 83 



He Asp Ala Pro Ser Asn Leu Arg Phe Leu Ala Thr Thr Pro Asn Ser 
15 10 15 



Leu Leu Val 



<210> 84 

<211> 36 

<212> PRT 

<213> Homo sapiens 

<400> 84 

He Asp Ala Pro Ser Asn Leu Arg Phe Leu Ala Thr Thr Pro Asn Ser 
15 10 15 

Leu Leu Val Ser Trp Gin Pro Pro Arg Ala Arg He Thr Gly Tyr He 
20 25 30 



He Lys Tyr Glu 





35 


<210> 


85 


<211> 


7 


<212> 


PRT 


<213> 


Homo 


<400> 


85 


He Asp Asp 


1 




<210> 


86 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


86 


Asn Leu His 


1 




<210> 


87 


<211> 


13 


<212> 


PRT 


<213> 


Homo 


<400> 


87 



Asn Leu His Gly Pro Glu He Leu Asp Val Pro Ser Thr Val Gin Lys 
5 10 15 



Pro His Pro Asn Leu His Gly Pro Glu He Leu Asp Val 
15 10 



-51- 



<210> 88 

<211> 20 

<212> PRT 

<213> Homo sapiens 

<400> 88 

lie Leu Asp Val Pro Ser Thr Val Gin Lys Thr Pro Phe Val Thr His 
15 10 15 



Pro Gly Tyr Asp 
20 



<210> 89 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<400> 89 

Val Thr Leu Pro His Pro Asn Leu His Gly Pro Glu lie Leu Asp Val 
15 10 15 



Pro 



<210> 90 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 90 

Glu lie Leu Asp Val 
1 5 

<210> 91 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 91 

lie Pro Arg Glu Asp Val Asp Tyr 
1 5 

<210> 92 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 92 

Gly His lie Pro Arg Asp Asp Val Asp 
1 5 



-52- 



<210> 93 

<211> 8 

<212> PRT 

<213> Homo sapiens 

<400> 93 

Gly His lie Pro Arg Glu Asp Val 
1 5 



<210> 94 

<211> 84 

<212> PRT 

<213> Homo sapiens 

<400> 94 



Leu Asp Val Pro Ser Thr Val Gin Lys Thr Pro Phe Val Thr His Pro 
15 10 15 

Gly Tyr Asp Thr Gly Asn Gly lie Gin Leu Pro Gly Thr Ser Gly Gin 
20 25 30 



Gin Pro Ser Val Gly Gin Gin Met He Phe Glu Glu His Gly Phe Arg 
35 40 45 



Arg Thr Thr Pro Pro Thr Thr Ala Thr Pro He Arg His Arg Pro Arg 
50 55 60 



Pro Tyr Pro Pro Asn Val Gly Glu Glu He Gin He Gly His He Pro 
65 70 75 80 



Arg Glu Asp Val 



<210> 95 

<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 95 

Pro Glu He Leu Asp Val Pro Ser Thr Val Gin Lys Thr Pro Phe Val 
15 10 15 



Thr His Pro Gly Tyr Asp Thr Gly Asn Gly He Gin Leu Pro Gly Thr 
20 25 30 

Ser Gly Gin Gin Pro Ser Val Gly Gin Gin Met He Phe Glu Glu His 
35 40 45 
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Gly Phe Arg Arg Thr Thr Pro Pro Thr Thr Thr Ala Thr Pro lie Arg 
50 55 60 



His Arg Pro Arg Pro Tyr Pro Pro Asn Val Gly Glu Glu lie Gin lie 
65 70 75 80 



Gly His lie Pro Arg Glu Asp Val Asp Tyr 
85 90 



<210> 96 

<211> 647 

<212> PRT 

<213> Homo sapiens 

<400> 96 

Met Pro Gly Lys Met Val Val lie Leu Gly Ala Ser Asn lie Leu Trp 
15 10 15 



lie Met Phe Ala Ala Ser Gin Ala Phe Lys lie Glu Thr Thr Pro Glu 
20 25 30 



Ser Arg Tyr Leu Ala Gin lie Gly Asp Ser Val Ser Leu Thr Cys Ser 
35 40 45 



Thr Thr Gly Cys Glu Ser Pro Phe Phe Ser Trp Arg Thr Gin lie Asp 
50 55 60 



Ser Pro Leu Asn Gly Lys Val Thr Asn Glu Gly Thr Thr Ser Thr Leu 
65 70 75 80 



Thr Met Asn Pro Val Ser Phe Gly Asn Glu His Ser Tyr Leu Cys Thr 
85 90 95 



Ala Thr Cys Glu Ser Arg Lys Leu Glu Lys Gly lie Gin Val Glu lie 
100 105 110 



Tyr Ser Phe Pro Lys Asp Pro Glu lie His Leu Ser Gly Pro Leu Glu 
115 120 125 



Ala Gly Lys Pro lie Thr Val Lys Cys Ser Val Ala Asp Val Tyr Pro 
130 135 140 



Phe Asp Arg Leu Glu lie Asp Leu Leu Lys Gly Asp His Leu Met Lys 
145 150 155 160 



Ser Gin Glu Phe Leu Glu Asp Ala Asp Arg Lys Ser Leu Glu Thr Lys 
165 170 175 



-54- 



Ser Leu Glu Val Thr Phe Thr Pro Val He Glu Asp He Gly Lys Val 
180 185 190 



Leu Val Cys Arg Ala Lys Leu His He Asp Glu Met Asp Ser Val Pro 
195 200 205 



Thr Val Arg Gin Ala Val Lys Glu Leu Gin Val Tyr He Ser Pro Lys 
210 215 220 



Asn Thr Val He Ser Val Asn Pro Ser Thr Lys Leu Gin Glu Gly Gly 
225 230 235 240 

Ser Val Thr Met Thr Cys Ser Ser Glu Gly Leu Pro Ala Pro Glu He 
245 250 255 



Phe Trp Ser Lys Lys Leu Asp Asn Gly Asn Leu Gin His Leu Ser Gly 
260 265 270 



Asn Ala Thr Leu Thr Leu He Ala Met Arg Met Glu Asp Ser Gly He 
275 280 285 



Tyr Val Cys Glu Gly Val Asn Leu He Gly Lys Asn Arg Lys Glu Val 
290 295 300 



Glu Leu He Val Gin Ala Phe Pro Arg Asp Pro Glu He Glu Met Ser 
305 310 315 320 



Gly Gly Leu Val Asn Gly Ser Ser Val Thr Val Ser Cys Lys Val Pro 
325 330 335 



Ser Val Tyr Pro Leu Asp Arg Leu Glu He Glu Leu Leu Lys Gly Glu 
340 345 350 



Thr He Leu Glu Asn He Glu Phe Leu Glu Asp Thr Asp Met Lys Ser 
355 360 365 



Leu Glu Asn Lys Ser Leu Glu Met Thr Phe He Pro Thr He Glu Asp 
370 375 380 



Thr Gly Lys Ala Leu Val Cys Gin Ala Lys Leu His He Asp Asp Met 
385 390 395 400 

Glu Phe Glu Pro Lys Gin Arg Gin Ser Thr Gin Thr Leu Tyr Val Asn 
405 410 415 



Val Ala Pro Arg Asp Thr Thr Val Leu Val Ser Pro Ser Ser He Leu 
420 425 430 
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Glu Glu Gly Ser Ser Val Asn Met Thr Cys Leu Ser Gin Gly Phe Pro 
435 440 445 



Ala Pro Lys lie Leu Trp Ser Arg Gin Leu Pro Asn Gly Glu Leu Gin 
450 455 460 

Pro Leu Ser Glu Asn Ala Thr Leu Thr Leu lie Ser Thr Lys Met Glu 

465 470 475 480 



Asp Ser Gly Val Tyr Leu Cys Glu Gly lie Asn Gin Ala Gly Arg Ser 
485 490 495 



Arg Lys Glu Val Glu Leu lie lie Gin Val Thr Pro Lys Asp lie Lys 
500 505 510 



Leu Thr Ala Phe Pro Ser Glu Ser Val Lys Glu Gly Asp Thr Val lie 
515 520 525 



lie Ser Cys Thr Cys Gly Asn Val Pro Glu Thr Trp lie lie Leu Lys 
530 535 540 



Lys Lys Ala Glu Thr Gly Asp Thr Val Leu Lys Ser lie Asp Gly Ala 
545 550 555 560 



Tyr Thr lie Arg Lys Ala Gin Leu Lys Asp Ala Gly Val Tyr Glu Cys 
565 570 575 



Glu Ser Lys Asn Lys Val Gly Ser Gin Leu Arg Ser Leu Thr Leu Asp 
580 585 590 



Val Gin Gly Arg Glu Asn Asn Lys Asp Tyr Phe Ser Pro Glu Leu Leu 
595 600 605 

Val Leu Tyr Phe Ala Ser Ser Leu lie lie Pro Ala lie Gly Met lie 
610 615 620 



lie Tyr Phe Ala Arg Lys Ala Asn Met Lys Gly Ser Tyr Ser Leu Val 
625 630 635 640 



Glu Ala Gin Lys Ser Lys Val 
645 
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<210> 97 

<211> 6 

<212> PRT 

<213> Homo sapiens 

<400> 97 



Cys Tyr Tyr Gly Asn Cys 
1 5 



